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cDNA-AFLP 2 % SR B AR H AL 22 7B 200k 15 29 43 b1 B9 5 1% 48 L R BOF 317 UPGMA 2017, (45
T 20 3 FERE A KL 9 B AR R cDNA-AFLP 3B 45 2R Wk, 12 XF 5| W) 240 & 24 88t 336 A i, H 4
ST 276 A 5 ST 82. 14 %0 P XS BI AL A B HE AR S AL T 23 A0 29 Oy MORE Y UL 45 45 55 AL (No)
1,870 1, A 5553 L (Ne) 2y 1. 736 5, Nei’s JEFE Z A48 4 (H) 24 0. 389 8, Shannon {5 B84 (D 50. 556 9,
R T R PR A I Hop AR Tk iy SRR M B etk R NS R WoR, 29 0 b R A] Y 5 45 A 8L R Bk
0.508~0. 876, LAt M AH IR &L 0. 54 Jy B Ul vl 29 (pbh kL5 4 28 o R A BP B AR5 1 RFNEE IV 2, 24 &2
AR ML 25, [Z58) WE T B HH5 cDNA-AFLP 2 5 BoR3 AR N A 2 . 3200 85 05 K H o A o 40 - A ik
WA 25 2.
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Genetic diversity differences between leaves of Sorghum-sudangrass
hybrids and their parents

DONG Jing'*, LU Xiaoping',MI Fugui'®, WANG Shuyan'*, XUE Chunlei'*,
HAN Pingan'*, CONG Menglu'*, YANG Kai*

(1 aCollege of Agronomy b College of Ecological Environment , Inner Mongolia Agricultural University » Huhhot , Inner Mongolia 010019,
China ;2 Huhhot Hechuang Agriculture Scientific Research Center  Huhhot , Inner Mongolia 011500, China)

Abstract; [Objective] This study investigated the genetic diversity differences in leaves of hybrids and
parents of Sorghum-sudangrass. [Method) Four sorghum sterile lines and five Sudan grass were used as
parents to formulate 20 hybrid combinations based on the NC ]| design. Field shape indexes and physiolog-
ical and biochemical indexes of the hybrids and parents were measured. Genetic diversity differences were
analyzed using cDNA-AFLP differential display technique, genetic similarity coefficients of the 29 materials
were calculated,and cluster analysis was conducted. [Result] The cDNA-AFLP analysis of 29 sorghum hy-
brids and their parents showed that 12 pairs of primer combinations amplified 336 sites,including 276 spe-
cific sites with the ratio of 82. 14%. The average specific sites of each primer combination was 23. The

number of alleles (No) was 1. 870 1,the effective number of alleles (Ne) was 1. 736 5,the Nei’s gene di-
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versity index (H) was 0. 389 8,and the Shannon (I) was 0. 556 9,indicating the complexity in gene expres-

sion of the hybrids and parents. Cluster analysis showed that the genetic similarity coefficients of 29 Sor-

ghum-sudangrass materials were 0. 508 —0. 876. Using 0. 54 as standard,the 29 materials can be divided in-

to 4 categories. The parental materials were mainly in types | and [V .and the hybrids were mainly in types

II and [lI. [Conclusion) The reactive system of cDNA-AFLP differential display technique was estab-

lished,and it showed that the leaves of Sorghum-sudangrass hybrids and their parents had genetic diversity

at seedling stage.

Key words: Sorghum-sudangrass leaves;cDNA-AFLP;heterosis;diversity of expressing genes

o R SR A FH R S N I P A A8 ) — &5
BREHERM R 1A RABE " ESE T
15 HE M PLIE B S AR L R A R I AR )
)y BEPE R A PR R S R E R S R
% PR S5 00 R AR, B T 2 A b i) 2 Ao
PR, B PR — AR R AT 2 RN I K SR 5
JE B i g R 0T A 195 t/hm’, B RN E &
CHLEE A&l ik 15% A BN & B 35 4 L 78
B Ol Aoy A = F BT e N R . B
B E R E R T GB4-2% (B2 1 5 2RI
25 MELRF M 3 S (R E-RAL TR 1S
fie B 2 5 g 35U AR Rl R B O P R
THEREH.

A RAE Y 7= I i =2 AR P AR f
MR REEAIERM BT, B X R,
IR R P AT B R AR ZE R
Fh o R H S A e g o 7 e ) R B Ay . AR E
KL b RITAE G AR B IR 45 £ AR B 5 op L ke B Aol
AN E R R A O DR R S A, R
I PR R A I R B R R Gk 1 22 54 T L T
oAy o8 B g O 2 O A0 1 ML A R K 0

cDNA-AFLP 24§18 - Br K BF £ & 1 AFLP
AR A F mRNA ik 2 5 5 0 mi & A i — Ff
mRNA 8 AN, B454A T AFLP fil mR-
NA FEA 0] 0 A ) 4 5 5 A (A7 8 A 1T L 3R 490 1
PR 2 S 63K 0 BT i A AR A BB MG L 3R R 4y
e nI AR A R o5 H RT3 ol Y T A e SR 4L Y

SR G Bt Swanson-Wagner 4550 i)
B R EARPFE E K AL R BI3.MO17 S H 58
FF, MBI R Kk, RBLA 1 367 4~ EST
(9. 8 %) 75 WU FN 44 1] 42 R 4 35 1) 25 7 3k 5 ¥
FHTORH cDNA-AFLP $ AR X 2 A~/ 22 5 Fpont R
22 FRIRFEN VAT M7 . B 46 XF 519943 ] 3R A5 1
199 BRI 2% S HE DK 24 32 320 SR 34 850 A ; v
SV YU 6 48 A6 5 R SR A Wk AT eD-
NA-AFLP 43 #, 2 2%t 76 XF 5197, 7= 4 &4
4 950 %% 5 X ik B3 S X v UL s R 7 i ek R kAT
cDNA-AFLP 4347, A5 5] 6 4~ F 8 & 15 35 A 41
AL FRIRFEH . K, A5 E R H cDNA-
AFLP 22 57 BoR 5 R 43 B FH 5 Qe fp dl & JH 2%
NS SN A SR A YNGI  =PR
I B 1 AR G Ty 8 35 IR 07 3 o 6 L 40 B 5 5 v AR O
FIAA ek 8 B4R HERL 22 MK 4l b Oy JF R 5 P T3l
Bl & i B8 5 B 5T Al

I i RS R

11 4 R R A E #hiE

ARIE ] 4 B S RAE R I E R R HF
FOH 5 R AP B RS IR PIE 7S 8 B 4L
FEMSIE AFFE RS 21 S 4P L 3% ] NC I %1t
AL 20 D2 sc B MBS AW E D,
XFIX 20 A F 58T B R AR T 29 4y b R}l AT A2 3
A FE AR E FI cDNA-AFLP 43 #7 .

x1 HEASAERMEEFRAMHESEER

Table 1

Number and name of Sorghum-sudangrass hybrids and their parents

FEL G 5

Material number

R B

Material name

Bk 9

Material number

B OBL R

Material name

314AX 5 FF B
314 A X white shell Sudangrass
TTAX 58 75 FH 5L

11 A X white shell Sudangrass

11AX 21 S Z%Fh
11AX 21 hybrid

1

2

A gL A

16 Brown shell Sudangrass

. 13AX BE 5
13A X black shell Sudangrass

18 314A X B S HF 5

314 A X black shell Sudangrass
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*& 1(&) Continued table 1
K i 5 k2 R ok 5 ok R
Material number Material name Material number Material name
4 TIAX 5T ST 19 L3AX L1583 i
11A X black shell Sudangrass 13A X red shell Sudangrass
- TIAX L5 5 P+ 20 314AXLL5E I+
0 11A X red shell Sudangrass 314A X red shell Sudangrass
6 1 5 Z%Fp 21 hybrid 21 MSE I PR Black shell Sudangrass
7 élﬁﬁﬂ‘ﬁ Red shell Sudangrass 22 314AX 21 S 4%Fh 314AX 21 hybrid
g F5E I8 FHEE 23 2397 AX L5/ FHHE
White shell Sudangrass : 2397A X red shell Sudangrass
9 2397TAX H5e Ir P& " 13AX 21 B Zefp
2397 A X white shell Sudangrass 13AX 21 hybrid
10 13AX 58 75 5L 95 I3AXFEFE J5 FHBE
13A X white shell Sudangrass 13AX brown shell Sudangrass
11 2397AX 21 5 Z¢Fh 2397A X 21 hybrid 26 2397A
2397 A X BSE TR T HE
12 2397A X black shell Sudangrass 21 SI4A
2397 AX KA St
13 2397 A X brown shell Sudangrass 28 13A
TTAXFEGE IR FH 5L
1 11A X brown shell Sudangrass 29 A
15 STAAXFESE S5

314A X brown shell Sudangrass

3 A A 52 oty ARl A 4 frel XTI AR A T
B AL B F AT O B AR R R e R T B
MLX AT B ME 3 MERE . BEE 4 17X 17
K 5.0 m A7HE 0.4 m, 43 578 3 BET 3555 W R F A
AR K 3 Yk, At R 055 A FR R i ) — O T A
1.2 HEREMEELELIERBNE
1.2.1 ®w&#HEF JEMBUERIN . 55 507E 2 ik
65 3 0 A /N X AP B ML e B 10 S FEAR I 5 AR
AR BERL S S UK T R R Bk G T A
S5 6 AN B FE AR Y U A (E .
1.2.2 A#Afimir BAMEBE SR
NBT Sl ik Jgt i 2 8 401k ) 1B Ak i (SOD) i Pk , %
FH AR 3 75 D 5 2o 4604 ) B (POD) ¥ P L ok %6
AR I A i AR AL U (CATO I Pk

L3 &HFiRid

1.3.1 % RNA # B L5 cDNA 4 4% KM
TIANGEN A &] RNAprep Pure PLANT Kit (&>
ERIUDREW; 'JA?EEK 29 iy pr R R B RNA L HAR
YEL R 2 B0 & B A5 2 17. cDNA & iR H
Thermo //_\\ﬁjﬁtnﬂﬁ RevertAid First Strand cDNA
Synthesis Kit(k1621) , 3 2 B30 52 1

1.3.2 ¢DNA-AFLP 4 # 5| ¥)ifi k3 I8 i 1%
EPR AR LR . R EcoR 1 /Mse | éﬂ%ﬂ:ﬁ‘
cDNA [ R i P4 XD i U0 7 5 1 3k i L Ty
B BN S | W & B0/ MO, s £ PE Y™ 14 S iz 2k H
Wy S 3 AN WA S, BIRILE 2,
VEREMEY B = TE 6 00 28 M 5 DR M Tk G Ot i I H Tk
O3S R YL AT AR SRS Y WY .

*® 2 ZAWZEH cDNA-AFLP AZIB S| 5

Table 2 ¢cDNA-AFLP primer and their sequences in this study
. o ' SEY GC . oo BEY GC
Tm GC content] Tm GC content
E0 GACTGCGTACCAATTC 51.55 50. 00 Mo GATGACTCCTGAGTAA 48.99 42.11
E32 GACTGCGTACCAATTCAAC 55.41 47. 37 MA47 GATGACTCCTGAGTAACAA 53.25 47.37
E33 GACTGCGTACCAATTCAAG 55.41 42.11 M48 GATGACTCCTGAGTAACAC 55.41 47.37
E34 GACTGCGTACCAATTCAAT 53.25 52.63 M49 GATGACTCCTGAGTAACAG 55. 41 42.11
E36 GACTGCGTACCAATTCACC 57.56 52.63 M50 GATGACTCCTGAGTAACAT 53.25 47.37
E37 GACTGCGTACCAATTCACG 57.56 47. 37 M51 GATGACTCCTGAGTAACCA 55.41 52.63
E38 GACTGCGTACCAATTCACT 55. 41 47. 37 M53 GATGACTCCTGAGTAACCG 57.56 47.37
E39 GACTGCGTACCAATTCAGA 55.41 52.63 M54 GATGACTCCTGAGTAACCT 55.41 47.37
E40 GACTGCGTACCAATTCAGC 57.56 52.63 M55 GATGACTCCTGAGTAACCA 55.41 52.63
E41 GACTGCGTACCAATTCACG 57.56 47. 37 M57 GATGACTCCTGAGTAACCG 57.56 42.11
E42 GACTGCGTACCAATTCACT 55. 41 43.75 M59 GATGACTCCTGAGTAACTA 53.25 47.37
1.3.3 #asit 5 ob MY MAWNA TS BNEh TE 0B 0/1 FRE, A5 Kk H] 100~
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2000 bp Z F P50 A 2EAT 0 5y, H B 5I91
cDNA-AFLP ¥j%} 2 A~ 56 H (1) 45 6 & 2 Bl 2 ik
PCR ¥ #4 (B 5 F1 25 5 Wow » A 2 UCH0 o 46 ) 51
A B A B id 52 F k. S H POPGENE 1. 32 4k
PR R 2 R R HOE AR K ST BT T B
LI 25 437 5 PR B (N o) A7 305 A JE B (Ne) (Nei”s
S ZFEMEFE B0 (HD 1 Shannon {5 B8 50( D,
F 453154 NTSYSpe 2. 10 8 i A4 R 0 38 15 41

AR B2 I UPGMA R 830 M RS BT 8
RS HTRARE

2 HREA
BASRAFAREMRNES

G U Y Ve TIeT
29 55 P J S A B 0B 5 2 B £ 55
SP BRI 3.

2.1

®3 BAEZMRERAMBHESERENLER
Table 3 Morphological and physiological biochemical indexes of Sorghum-sudangrass hybrids and parental materials
PR o TRCOVIEC BEREC bIC/om oS fem B SODWEHE/  CATEE/  PODiEE/
Ui 5 Height Tiller Leaf Leaf L‘ea[ Fresh ‘(U ‘g 1.) ‘([’J . g .1,> (U-g 4 1')
No. number number length width weight SOD activity CAT activity POD activity
1 313+21 a 3+3b 31+l a 82+8a 6+2c 10354121 a 39.3242.01 ¢ 51.81+£3.49d 22.6640.58 d
2 324415 a 3+2b 2543 a 88+6a 741D 948462 a 40.8644.05 ¢ 59.9141.67 ¢ 32.1544.20 ¢
3 319419 a 3+3 b 36+2a 79+5a 743D 894491 a 46.32+3.47 b 63.36+5.20 b 33.6142.37 ¢
4 306420 a 24+0c 27+4 a 80+6a 6+2c 870459 a 37.6647.23 ¢ 41.124+4.61 ¢ 45.33+5.02 b
5 304+23 a 240 ¢ 29+2a 84+4a 7+£3Db 863+103 a 66.25+6.92 a 97.35+6.28 a 73.25+4.39 a
6 302414 a 4+1 a 4445 a 575d 4+4de 782474 a 94,6543.78 a 104.1548.50 a 114.81%5.24 a
7 3214+19 a 1+2 a 4144 a 78+6a 5+3d 727+69 b 103.21+8.47 a 94.89+7.34 a 97.52+1.99 a
8 319420 a 1+1 a 4042 a 70+5a 4+2e 722+38 b 91.634+3.68 a 120.10+9.22a 110.34+6.21 a
9 302+23 a 24+0c¢ 30+3 a 83+4a 7+£1b 670+94 b 41.13+4.31 ¢ 57.32+3.64 d 37.35+3.58 b
10 316417 a 1+1d 13+1d 84+6a 740D 665+57 b 85.71£6.47 a 91.3645.27 a 73.3244.26 a
11 292416 a 1+1d 1242 ¢ 77+7a 6+2c 6514+62 ¢ 52.32+5.22 b 67.21+4.89 b 30.3241.05 ¢
12 314+16 a 2+2 ¢ 40+3 a 69+5a 7£1b 624+101 ¢ 55.7243.58 b 50.8144.72 d 33.71+2.44 ¢
13 314417 a 2+1c 2743 a 71+6a 742D 6194114 ¢ 44.214+4.26 b 44,2645.46 d 31.3343.02 ¢
14 318421 a 24+0c 2842 a 75+4a 6+3c 570+58 d 38.24+1.97 ¢ 39.36+2.67 e 29.4340.97 ¢
15 309413 a 1+1d 13+4 d 75+4a 8+3a 563+92d 70.89+4.95 a 75.65+8.01 a 35.21+1.83 ¢
16 287+9 a 2+2¢ 30+2a 67+2b 4+2e 556+57 d 126.324+11.60 a 124.51+7.45a 112.41+7.23 a
17 333414 a 1+1d 2445 a 78+5a 644c 552449 d 87.33%8.22 a 98.8146.24 a 61.2941.68 a
18 301411 a 2+1c 43+5 a 76+4a 743D 512467 d 73.43+2.64a 105.66+E7.68 a 89.5342.77 a
19 319415 a 1+1d 2743 a 72+4a 5+4d 503436 d 55.6541.87 b 84.86+5.28 a 72.41£6.22 a
20 282+8 a 1+0d 28+4 a 68+3a 6+2c 500+82 d 49.22+5.61 b 67.26+4.71 b 55.13+4.24 a
21 298410 a 3+3 b 4042 a 65+2b 4+3e 483445 de 119.65+7.31a 137.26%9.24a 105.13%6.70 a
22 298412 a 1+1d 30+4 a 64+3b 5+3d 452446 de 56.55+4.28 b 62.22+5.04 ¢ 55.96+4.82 a
23 301+15 a 1+1d 33+2a 73+4a 5+2d 440+37 e 68.4145.24 a 66.07+3.16 b 76.82+5.13 a
24 294+21 a 2+1¢c 21+5b 66+5b 6+1c 422459 39.6843.17 ¢ 50.9142.73 d 34.3640.59 ¢
25 289416 a 1+1d 4245 a 71+5a 644 c 412494 f 43.154+3.68 b 39.9941. 26e 38.0041. 46b
26 150+9 b 1+1d 18+4 ¢ 55+£6e 7£2b 322+71 ¢ 52.74+5.12 b 74.58+4.85 b 56.9843.07 a
27 100£7 b 24+0c 13+2d 57+4d 6+2c¢ 289+43 g 85.69+3.96 a 58.094+4.91d 41.7842.86 b
28 98+5b 2+1c 12+1e 64+3b 6+1c 282+34 g 70.53+4.71 a 81.3745.30 a 29.8340.84 ¢
29 106+6 b 1+1d 15+1d 86+4c 7+0b 231+29 h 92.83+5.34 a 91.03+6.25 a 58.6440.78 a

TE OB 5 R AR R 15 R S8 5 A AN /NS T 8RR 78 P<<0. 05 K F 22 57 ik 3%

Note: The material numbers and names are the same as in Table 1. Values in the same column followed by different lowercase letters indi-

cate significant difference at P<C0. 05.

XF 3 HEATLE A A Al LA L 4 O B e 3R
RERZMEB G 26— 29) WK R % A 0 BEL
B W B A B AR R A5 S 0 S MR (i
56.7.8,16,21) ¥ H A MR A A R0 BERUR
Z K TR AR A DA B R A A O 7 i
FE b - 20 1 = Fh R 44 28 F v 3R B A SR A A 4 58
HAEA BUAXHRHFFE (1 5) 1TAX {5 H T}

F(259) 11AX 21 S 24F (3 5) (1TA X B5T 75,
(4 5) MAXLSE PR (5 5) (239TAX 7 I5
FFEL(9 5) JIBAX HSE R FHE (10 5) (2397A X 21
SRR (11 5) A, X T AR Rl s AR T BE A I 5
B SCAS R e RV R BER 2 R . TR
e 7 e B g SOD, CAT Fl POD 35 P #A% , i
A RE 54 O T B B AR A O L AR A TR I R
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BB N ZE A SR R Y PR AR L DA (E41IM50, E41M54, E32M59, E34M47, E36M53,
T AR I e P A A E32M47, E40M49, E42M51, E34M57, E36M57,
2.2 BRAEREEAMHELEREEEEANSHEY E37M49 E39M54) , % 55 7+ B 2 b e HAC BEAS g 47

100 XA & h ik th i 8 4 2 0 cDNA-AFLP 2007, #8 20 BE A kL cDNA 11 R N 1
Ko EW s 2SS 12 X5l ma s BRIk A R WA 1,

§ 10 28 29 5 7 6 11 26 29 2 8 8 1 27 M

2000 bp

1000 bp
750 bp

500 bp

250 bp
100 bp

N

kAt L Or BT MRS (R R 1D s Ml D2000 Marker

The number above the swimming band is the material number (same as table 1) ;M is D2000 Marker
B1 s HEiA R cDNA 1 5 47 Tk e B8 1 W vk 285 SR
Fig.1 Polyacrylamide gel electrophoresis of cDNA of some materials
B3R 4 AT, 12 WP a5 210 336 AN IR AU A AT B A Tz 22 5 Ul AR R
FOHMZEBMALA 276 P E T A AT BEBE TS,
W ZBENLA 23 A ZAMLA RS 82, 1420, il
R4 LHIMHBAERMREFAMEL PCR I EER

Table 4 PCR amplification of Sorghum-sudangrass hybrids and parental materials based on 12 pairs of primers

EIE7p0) LM P ) P L i Z VAL U ZENLALR/ %
Selected primers Selective nucl Amplified sites Polymorphic site Ratio of polymorphic sites
E41M50 E-ACG/M-CAT 37 33 89. 19
E41M54 E-ACG/M-CCT 21 20 95.24
E32M59 E-AAC/M-CTA 28 21 75.00
E34M47 E-AAT/M-CAA 33 28 84. 85
E36M53 E-ACC/M-CCG 23 18 78.26
E32M47 E-AAC/M-CAA 30 22 73.33
E40M49 E-AGC/M-CAG 24 19 79.17
E42M51 E-ACT/M-CCA 31 25 80. 65
E34M57 E-AAT/M-CCG 30 25 83. 33
E36M57 E-ACC/M-CCG 19 19 100. 00
E37M49 E-ACG/M-CAG 34 29 85.29
E39M54 E-AGA/M-CCT 26 17 65. 38
41t Total 336 276
4 Average 28 23 82. 14

K cDNA-AFLP 22 % B R R X 29 3% 0. 389 8,Shannon {5 B 5(D N 0.556 9. fy LAl
TR S R A i cDNA #EFT 43 Hr . 50 (R 5) DL i I PR B A b R L SR AR P R TR SR A Y 22
R R R (N Wy 1870 LR RIS RE SHE hE .

(Ne) g 1. 736 5, Nei”s H[H 2 H 488 (HD Ry
x5 BAEEMREREFRAHN cDNA-AFLP i 4R
Table 5 c¢cDNA-AFLP analysis of 29 Sorghum-sudangrass hybrids and parents
i H AL

Ttem Sample number
S Mean 29 1.870 1 1.736 5 0.389 8 0.556 9

FrifE 22 St. Dev 0.352 3 0.324 8 0.157 2 0.2417

No Ne H 1
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2.3 BRAEZEMREEZERNRESN FEA SR STAA X H 5 PH R TTA X RS2 95 ) A

HTF cDNA-AFLP 4» 87 45 5. % F§ NTSYSpe
2. 10 FRAF T 5 P R 2 b K S A T 11 35t 4% A A
FB G5 R R W i P B2 b K LR AR Z 18] 1 35 1% AR
IZEE N 0. 508 ~ 0. 876, - ¥ it 4 A1 Bl R B K
0.640, i 9 5 (2397TA X [15ehFFE) 5 12 &
(2397TAX BT FF ) 22 8] B 38 4L A ) 2 Hodse K
k0,876, B 38 2 ) 3 [ K 3k 1 25 R /N 13
F(2397TAXKERFFFHD 5 20 5 (314 A X L1 % 5P+
B Z 0] 1) 35 A% AL R B /N, Oy 0. 538, 3R B
ZIE JE R Rk 1 22 R Rk,

HR 8 a4 k] 1) 352 4% A DL R 24T UPGMA
B 451 (E 2) BoR, LU AL M LR % 0. 54
IR TR 20 Iy AR R e 4 AL B T AT
21 52 L 158 T8 PR R ER ST R PR LS O PR R
SRFEORFEEL 5 AN AR L 5 1 A4S T 314A X

LTIAX 523 PR B 13A X 58 3 R 5 2397A X 21
SRR ITAX 21 S 4R T A mP R R 2
R MR e REAdA. b 1 5
GUAX TR FFE) 3 5 (11TAX 21 528 F) 43 3
Sy 38 3 T A GBA-2” N ek — B, A
MEH A5 T 2397 A X KR 5E 95 P+ L 11A XA 52 95
BOITAX LR TR PFEL 314 A X 21 5 24 Fh  13A X 21
S 2397 AX [ FE SR FE B 2397 A X B SE TR PR RE
TAMRE 2 Em PR A A A, IV A
10 A1 RE, For 4 A 5 2SR AR B RE (2397ATTA,
I3A BHMAPERER] T X —2, 29 MM Ry RN
R R B RGIHAR IR 2 5 W P 4
FEFAR B0, U 4 R B 1 2 R O R 55 R
IFi) Ak 78 % AR AR 25 R 1 22 ) RT B R O [ 5 A A
553 PR 2 1) AH B AR 1 45

o
o)}

]

o]
el

[}

RN BN ALUNOWOUNNIN

I

—o

B — 00 N2 = = B i = = = \O DN N U= = = B N = N — N

l 6
[
L 1 1 1 21
0.50 0.61 0.70 0.81 0.90
18 45 AH 8L R 5L
Genetic similarity
1~29 Jp bt kg5 Hout R i R 44 BRIRL 26 1
1—29 are material numbers, corresponding to table 1
B 2 PR e R e H SRR A R
Fig. 2 Clustering analysis of Sorghum-sudanense hybrids and their parents
3 W PR GUEE S N L A N = PR By
> u

cDNA-AFLP 25 57 7R 1 2 5 R M N i A
BT Bz R E £ 22 S AR AA R R s
I 73 P L SR S M R R T B B S 1 TR A PR
APAERY I RE Y L AR v P R K H R AR
BB T A1 R 2R 8 26 AF T o B R 4 B9 0 7 b 1 A bR
(4 AH [ B AL DT AT cDNA-AFLP 5 A 3 21 19
o P HL S AR e DA 3 3R 1 22 S L R S ] o A g

WA R HFEARN NI MR B ERERNFE
B LA RE B (No) g 1. 870 1, 45 &% &5 {3 56 P %%
(Ne)Jy 1.736 5. Nei’s #L [N ZREEFE B (H) Ny
0. 389 8,Shannon {5 B84 ()2 0. 556 9, B W] &
P % i K HL R AR i) B 3 W st L 2 HE T
TEABE 2R B 52 0 o A 9 4= Bl D 3508 G HE AR
1 22 BB A — 8 1 W] 8 L (B VAT R A2 AL A
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