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Abstract: [Objective] The objective of this study was to investigate the influences of ovariectomy on

relative mRNA expression levels of insulin-like growth factor [ (IGF-1I) and its receptor (IGF-]I R) in

hybrid ewes of Boer goats. [Method] The hybrid ewes of Boer goats at the age of about 5 months with sim-

ilar weights were randomly divided into test and control groups. The ewes in test group were ovariecto-

mized at the beginning and the control group was not. After 60 days,ewes of both groups were selected

randomly to slaughter. Real-time quantitative PCR (RT-qPCR) was used to detect the relative mRNA ex-
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pression levels of IGF-]I and IGF-][ R in liver,longissimus muscle,and biceps femoris. [Result] The rela-
tive mRNA expression level of IGF-]] gene in longissimus muscle and biceps femoris and that of IGF-]] R
gene in liver were extremely significantly higher than in control group (P<C0. 01). The relative mRNA ex-
pression levels of IGF-][ R gene in longissimus muscle was significantly lower than that in control group
(P<C0.05) ,the relative expression level of IGF-]I gene in liver and that of IGF-]] R gene in biceps femoris
were lower than those in control group,but the difference was not significant (P>>0. 05). [Conclusion) O-
variectomy increased the expression of IGF-]| in longissimus muscle and biceps femoris and the expression
of IGF-II R in liver,but reduced the expression of IGF-]I R in longissimus muscle and biceps femoris and

the expression of IGF-]I in liver. It is suggested that ovariectomy is advantageous to muscle development

of hybrid ewes of Boer goat and improvement and enhancement of meat quality.
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