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Isolation and functional identification of lactic acid bacteria for poultry
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Abstract: [Objective] A lactic acid bacteria was isolated from healthy chickens gut to provide technical
support for preparing micro-ecological preparation used in poultry. [Method) Samples were collected from
cecum of 30 day old healthy chicken,and lactic acid producing bacteria were screened through selective me-
dium. After being screened by resistance to pH 3. 0 hydrochloric acid and 3 g/L bile salts, the growth and
acidogenicity of screened strains were determined, and the strain with strong antibacterial ability was
screened through plate bacteriostatic experiment. Finally, it was identified by 16S rRNA sequencing, blast
alignment and phylogenetic analysis. [Result] Nine lactic acid bacteria strains (L1—1L9) were isolated from
chicken cecum,and .2,1.4 and L9 had strong resistance to 3 g/L bile salt and pH 3. 0. After comparing the
growth performance and acid production of the three bacteria, L2 strain was the best with fast growth,high
acid producing ability, and strong activity in inhibiting pathogenic Escherichia coli. L2 was identified as

Lactobacillus saliva by 16S rRNA and phylogenetic tree analysis. [Conclusion) One Lactobacillus, which

(ks H#T] 2015-03-12

(4T H] AR BOCT H (152102110058)

[(PEHFA] BB A988—) 2, Mg AR A AE AL, RN FH YA 5 o T S =0 oE
E-mail : fhx19881011(@126. com

CEGBER] EEMWA969—), 5 WA BB, W+ 4 S0, EENFIYHEY S50 F REAI5R .
E-mail: ybwang2008(@126. com



36 P AL AR MRB 222 4R (A SRR 2 B

1%

could be used for preparing micro-ecological preparation for poultry,was screened successfully.

Key words: Lactobacillus;16S rRNASE. coli;poultry
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Fig.1 Colony morphology of Lactobacillus isolated from digestive tract of poultry

A. Morphology of Lactobacillus on MRS medium;B. Morphology of Lactobacillus under a microscope
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Fig. 2 Growth of 9 Lactobacillus strains selected from digestive tract of poultry in simulated environment

201 L2, W14 —AL9 2.0

—-L2; 14,419

0.5F

0 I 1 I ] 0 1 1 ]
7.0 6.3 5.0 4.0 3.0 0 1.0 2.0 3.0

pH R R EWRE/ (g L)

Bile salt mass concentration

&3 B AL IE 43 e L IR T T o B2 R R 44 JIE 3R R
Fig. 3 Resistance of Lactobacillus strains selected from digestive tract of poultry against bile and acid
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Fig. 5 Acid production of 1.2,1.4,and L9 strains selected from digestive tract of poultry within 48 h
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Fig. 6 Inhibitory effect of L.2,1.4 and L9 selected from digestive tract of poultry against E. coli and Salmonella

A—C show antimicrobial effects of 1.2,1.4 and L9 against E. coli while D—F show that against Salmonella
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Fig. 8 Phylogentic tree of 16S rRNA of .2 and other bacteria
AB612958,AB612959. 1 and AB612967. 1 are isolated from

chicken intestinal tract,DQ444477. 1 was isolated from human
stomach, AB559623. 1 was isolated from pig cecum;

The origin of others Lactobacillus was not reported
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