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Expression characteristics of KLF 15 gene and construction of
its adenovirus vector

WANG Jie, CHEN Ting,SHEN Qing-wu

(College of Animal Science and Technology , Northwest A& F University ,Yangling , Shaanxi 712100, China)

Abstract: [Objective] The aims of this study were to explore the expression of KLF15 gene in tissues
and differentiation of C2C12 cell of mice and conduct its adenovirus vector. [Method]) Firstly, tissues of
mice and C2C12 cells in different differentiation phases were collected to extract RNA for detecting expres-
sion of KLF15 gene. Secondly, the target fragment obtained from pcDNA3. I-KLF15 vector was connected
to pAdTrack-CMYV after being digested by Hind ][l and Xba | to obtain pAdTrack-KLLF15 vector. The
pAdTrack-KLF15 vector was linearized by Pme | and transformed into BJ5183 competent cells with
pAdEasy to construct pAdEasy-KLF15. After the pAdEasy-KLF15 vector was digested by Pac I ,the puri-
fied product was transfected into 293 A cells using lip for viral packaging. Finally,q-PCR was used to detect
the expression of KLF15 mRNA after pAdEasy-KLF15 vector was injected into C2C12 cells for 48 h. [Re-
sult] KLF15 showed significantly increasing expression during differentiation of C2C12 myoblasts and
KLF15 expression levels in liver, kidney and fat were significantly higher than in the skeletal muscle and
spleen. The recombinant adenovirus vector pAdEasy-KLLF15 was successfully obtained.and the mRNA ex-

pression of KLF15 gene indicated an observably up-regulated trend after it was transfected C2C12 cells.
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[Conclusion] KLF15 gene showed high expression in C2C12 cells. The recombinant adenovirus vector ex-

pressing mouse KLF15 gene was successfully constructed.
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1, ke KIEHR A F G L. KLFLS 514 )% 5] 5 .
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Fig.1 Expression of endogenous KLF15 gene during the differentiation of C2C12 cells (A) and in different tissues (B)

% % indicates extremely significant difference(P<C0.01). The same for Fig. 6
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3000 bp
2000 bp

1500 bp
1000 bp

2 pAdTrack -KLF15 # &1 Hind I 1
Xba | WG] % &
1. DNA Marker;2,3. pAdTrack -KLF15
2 TS U 45 R
Fig. 2 Identification of recombinant pAdTrack-KLF15
digested by Hind [l and Xba [
1. DNA Marker;2.3. Lane for the pAdTrack-KLF15
digested by Hind [ll and Xba [
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BJ5183 Jg% 32 25 4 M i 47 W] U5 o 21, Pk % o o o o
Wi, % Pac 1 BYIJG BB 1 A~ KNk 3 kb i B
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MU 2R 5 . WA A =2 [ B 1 A gtk
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5000 bp
3000 bp

1500 bp
1000 bp

500 bp

& 3 pAdEasy-KLF15 # &1y Pac I FFY) % &
1,2,16. DNA Marker;3~15. pAdEasy-KLF15 Jfiki A Bt
Fig. 3 Identification of recombinant pAdEasy-KLF15
1.2,16. DNA Mark;3—15. Lane for the pAdEasy-KLF15
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A RIS 2 dsB Y SE 3 d3C RS 6 dsD. SIS 7 d

Fig. 4 Expression of GFP after 293A cells transfected by pAdEasy-KLF15
A—D. 293A cells 2,3,6,and 7 d after being transfected by pAdEasy-KLF15

2.5 pAdEasy-KLF15 B $ C2Cl12 4 fa |§ 3¢ Y 40 8 AR B B R PR AR RO (| 5) . I 4E 4T

KLF15 RiZB I g, $2 Bt RNA, s B ¢ )% % & PCR ] KLF15
EANRRE R C2C12 i 2 d J5 . 294 60% mRNA 3Rk K L5 R LK 6,

A . ' :

.

e NIRRT SRRy R 3.
5 pAdEasy-KLF15 {24% C2C12 40 48 h J5 40 il i 5% % 5 J&F
AL EDET MU s B GOE TN 408 09 28 60
Fig. 5 Expression of GFP after pAdEasy-KLLF15 transfected C2C12 cells for 48 h
A. Cell on white light;B. Expression of GFP on green ray
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KLF15 3£ H 3k 15 m MEF2A 135 P ok 98 750 JUL 40 B 9 15 56 #1554k
Fig.6 Expression of KLF15 gene after C2C12 cells ik KLF15 F/hNERE OB RS B T

were infected by pAdEasy-KLF15 R AR SERGE AR L KLEFLS X -3 WL 44k A 490 i)
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e .
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