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[ ZE] [EMY SRR Jiv EAZOXE 2 112 bp (3B R B, A8 85 A% 28 58 800K 5 3617 8 L i R ik Fn 4l
b B Tiv B E LT, [y Y R RT-PCR Jr:, W W IE 4120 RNA sy~ B8 505 Jiv 32 % H
SLRE R pMD19-T AR IF T, LA Jy Jeh 4 4 I A 2% 35 2 ik pET32a—Jw,$Mt E. coli Rosetta(DE3) & 32 7 48 Jitl 7
A IPTG i 5 %5k A KRB AT 08 Tiv il & E 0, B8 s TG R Rk m B W E ST aif,
Xof Gl Ak J5 0 6 30 A B P AT T AT L DU LR 22 R 400 pg %BE’WJU\@Q 4 F1 500 pg A AN B f 95 )
FUEAT RE, IR E 5 R SRS Lok )3 ELISA 3L KL WP AR R AN 15 B — € KI5 - WUE ST FIH Western blot
KPR vk, (45 R A RIS E R 2 112 bp W% Jiv N A B M8 K pET32a-Jiv 78 E. coli Rosetta(DE3)
EZ AN P 2S5 MRS, SDS-PAGE 45 R 8% , 4L 15 514 F R & 298 95 ku 9% Jiv @A & A 5 A5 (9 5%
Jiv B Z TEEBUARZM I8 1 ¢ 6 400; Western blot &I 45 3 UE ST . BT 3R A3 P14 BB 495 75 20 B 4% Jiv 25 A 0 R 1 4
W, (458 Y FE R T 5 Jiv L1 L il 4 T H0 Tiv EANZ TEDUE.
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Cloning and expression of swine Jiv gene and preparation of
its polyclonal antibody
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Abstract; [Objective) This study aimed to clone the 2 112 bp Jiv gene from core area of swine Jiv pro-
tein, construct the prokaryotic expression vector for the expression and purification of fusion protein,and
prepare polyclonal antibody against swine Jiv protein. [Method) The Jiv gene was amplified by RT-PCR
from swine spleen tissues and cloned into pMDI19-T vector to sequence. It also acted as template to con-
struct prokaryotic expression vector pET32a-Jiv and the recombinant vector was transformed into E. col:
Rosetta (DE3). Swine Jiv fusion proteins with the inclusion form were obtained inducing by IPTG and were
purified by Ni** charged column. After purification,inclusion body was refolded through dialysis renatur-
ation. 400 pg protein was injected into each New Zealand white rabbit as the first immunization and 500 pg
protein as strengthening immunization was used for a total of five times. When titers of antibodies detected
by indirect ELISA reached a certain level, the antibodies were collected and identified by Western blot. [Re-

sult] The fragment of swine Jiv gene with the length of 2 112 bp was successfully obtained. The construc-
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ted pET32a-Jiv was highly expressed in E. coli Rosetta (DE3) after induction by IPTG. SDS-PAGE showed

that the purified fusion protein was about 95 ku. The titer of antibodies was 1 : 6 400 and Western blot

showed that the obtained antibodies could be used to detect swine Jiv protein effectively. [ Conclusion]

Swine Jiv gene was cloned and the polyclonal antibodies against swine Jiv protein were prepared.

Key words: swine Jiv protein;prokaryotic expression;polyclonal antibody;classical swine fever virus

Jiv (J-domain protein interacting with viral
protein) 2 H & 7 & B 5 2040 i % 28 #Y (Cytopatho-
genic, CP) £ 45 3 M4 18 V5 % 7 (Bovine viral diarrhea
virus, BVDV) £ fE#H B A/E . Mendez 25 % B,
HARME LT BVDV NADL #R &R A dfi A T — B
it 90 MNE IR 1Y mRNA SMEF 3, 76 % X — FF
AT N Tk 2k 5 51 & BDVD NADL # i CP 4
Ay Sk AE B 40 M 9% AF A ( Non-cytopathogenic,
NCP) . J& 258 e BLix — SN P 512k A i 5 2400
(O FA R 38 2R 11 HSP40 SR . B g i (1 26 11 i)
BVDV JEZ5#4 8 11 NS2 AH B AE (2 #E NS2-3 & 1
A 1 2L . 2 1T 51 S 40 i 7 A 28 (Cytopatho-
genic effect, CPE)™ | J# 45 %% 7 (Classical swine
fever virus,CSEV)YE Y5 BVDV [6l g3 . 76 4 4k
Fh IR R E A Jiv FF S AR Hix B e Bk 22
Wit A T M # it/ CSFV Alfort-Jiv #k & 4t SK-6
AL G KB EE NS3 8 AT RNA K80, [H) i
SR 40 A (CPE)MY 3 A7 #hiY J& . CSFV Al
fort-Jiv Bk AT L5 | S 0K N 77 A o i B2 1) v R AK
JEORIH CSEFV SR IET:, X — 45 R 5 B R A7
AR CP A CSFV 0] DL 5| R4 i B 70 8 9 1Ifs IR
RERAEGF AR o TR AR S 56 2 i BB 9T % B %o
H T DK M PN R A0 ML P T 1090 R DR R AT 0 Rk
He A CSFV J5 R IR Ji090 He A ) 56 21 40 g 4E
T TR YL G R it CSFV 3 [N 41
A Jiv90 3 ik B ali i 2 1K 4 MO P 9 T i090
PR 23 % CSEV (19 5 il 7= A 5 e . ST 50 i 1k
1B E KRB TN Jio HK TP 5
shRNA B 240 f bk » D47 85 0 2% i ), & 8 CS-
FV RNA &t W] FEAK. /e nl WL, Jiv 85 11 Al g
X CSEV g 52 il #1837 B R . H i e 5 T
WF AR A v e DS ALK CSF R AR Tiv Al Jiv90 5 CS-
FV M EAEMN b oy 7 — 240K Jiv & A EdU#
I R AR AR T 0T R N R RS DU B Jiv A e Jivoo 4R
REIDEIRE S S0 PILEs W g N

ABEFERHE Jio PR O X AT T SO RE, OF
i L A Gk R HEAT I T R GA L R TR A B
TEAEN A (NENTA His Resin #) 4l fb % ik &

FL AR 70 22 F R & T P08 Tiv 2 s B i
A Ry itk — 25 50 Jiv 2B I D) RE B S

O i RS IR

L1 # #
1.1.1 “aagbX%mzh4y MEHALRE 3 HIRE
H#&R CSFV P/ RE TG E —80 CLAfE#
12 F W& I P (B A B P 22 F e 2 L T A BT
ARG H R SR
L1.2 E%&XA RN DIE, T4 DNA % #
fitg . PrimeScript™ RT Kit, pMD19-T # {&, 4 H
TaKaRa 2N #] 3P fu SR EY W, I H Fermentas
O] e Tt R & v R N B B O R &L
F b s E 28w A W N WD 5 8 TG 58 A AR R A I O 58
A VHRP prid B9 FE PR 1gG 0. 4 1 iE H &
Ml 3 Sigma 23 A s TMB IR W W B 365t KR
WA A Ni-NTA His Resin 4, 3 b5t 250 4
AW FL s B Marker, 1 FH A6t 5 E B A Y
i) E. coli DH5a, Rosetta (DE3) B # | Ji 4% % 35 4%
& pET-32a(+) , ¥ iy 79 Jb & ARBH B K 24 sh P B 2
Bi 3 B REM BT IR 5 & 7 bR = R
.2 7 &
1.2.1 3l4pkst 546 m X Jio B K
ORF J# %] A Primer Premier 6. 0 5| ¥y i # 4%
W2 x5y, MBI Y. LiFsl ¥ JivE 5-ATG-
GCCCAGAAGCACCCC-3", T % 51 ¥ JivR 5'-
ACGTTGGAAGGGCCTCCTC-3' s &k el w. I
W1 Jivl 5'-GAAGATCTCATGGCCCAGAAG-
CACCC-3"CFHIZ N Bgl 1 W Y10 25D, N ifiE 514
Jivt 5"-CCCAAGCTTACGTTGGAAGGGCCTCC-
3'"CFRIL R Hind MGV AD . B HRIERTE KR
FEHAF A
1.2.2 % Jiv XA BT L REH KRG HZ
FH Trizol : PAJE MELINE 2H 21 b S B RNA 42 Ji2 5 5
IR B R % S5 0l cDNA, L cDNA g #z ,
JivE #JivR N B VRIS MU P fu m AR B 1
fit 47 PCR 934 , [ i i 7. B M % f (LA ddH. O X,
B cDNA i), PCR ¥ KR 25 pL:5 X Pfu
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buffer with MgSO, 2.5 uL,dNTPs (£ 2 mmol/L)
2.5 plL, JivF (10 pmol/L) 1. 0 pL, JivR (10
pmol/L) 1.0 pL,cDNA 1 pg. Pfu &R B3 1 i
0.5 uL.ddH,O I & 25 L. KB &M F.95 C
FAEYE 5 min; 94 C7AEPE 30 5,65 CiRk 30 5,72 C
ZEMH 2 min, 3t 35 MEH ;72 CHEMH 10 min, I
[l R & R 4l ik PCR ™). Xt T 4lifbj5 PCR
FEY L AT A I poly (AR, BIARFR 20 pl.2X
Tag Mix 10 uL,PCR 7245 10 pL. 4T -
72 CHEAf 30 min, ¥ poly (A BJE ™ ¥ 5
pMD19-T Z {4 R ¥ 7% #2 . 44 @ pMD19T-Jiv Jit ki,
BB AR E. coli DH5 o J8%52 75 20 M . Bk B 7%
PCR 45 5 Ay B 1) BRL 5 B 1 v A7 97 R 8% 3 L O 4
i QUER Y Y @iy A | Sl NE 3 PN B/ B

PLBORL pMD19T-Jiv S8tk . Jive 1 Jive 2 ||
TR R P fu R B HE B 1T PCR 471
Hiw 3, Wk & F Ry 6] o PCR ™= 4 fil
pET-32a(+) 435l Bgl Il - Hind Il #F47 XU VI
filg ] 7=y el Ak R A A T4 DNA T 16 C
AW A pET32a-Jiv #i k. K=Y ik
Rosetta(DE3) R Z 541l . £ W% PCR W) 4 % ¢
S5 BRI PE SR 5 B T Vi B TR G R S A EUBTOR 2R AT
Bgl Il /Hind [l B Y) 45 K7 500 & G5 b
AR R F) 58 D .
1.2.3 # JivEa B354 W DNA Star Fff
(lasergene?. 0) X} 5o (3R 15 0 4 Jiv 3L K3 30 i 47
A3 T TN 43 B HE AR 1 00 B K BT R AR EOR 2 T A
etk
1.2.4 #JivesbFEawissTAarsi 40
B E R Rk 2k pET32a-Jiv # 4k Rosetta(DE3) &k
ZAMMHEATH IR R IR ODgo Ny 0. 4~0. 6,11
AN IPTG ZBAWE J 1 mmol/L iEFHEE 4 h, W
HGRIATY .4 CHA (10 s/10 s,10 min) BEFE4H
M J5 % Rk Wit A7 SDS-PAGE 434, 3F % 5 15 5
() pET-32a (+) FI A 35 T 9 pET32a-Jiv 2 X M.
i 35 WU 43 7 B i K/ AT I B AR IS L 0
fill A A 1 e A R A SR R AT R L L 4 i TIPTG
WS (0.1,0. 3,0.5,0.8,1. 0 mmol/L) Fl f% 1
WS (2,4,6,8 F1 10 h), 20 9i4% B8 1R & 104015
TR RIS BOE S RIK Y, #E 1T SDS-
PAGE 4387, [A] I 5 57 5 3 19 pET-32a(+) IR 75
51 pET32a-Jiv A X g,

TS5 A R TR A5 4 T X BH A B AT R AR RS
R WO S5 M, =T 5 000 r/min .0 10

min, 04 FIEW . H PBS Ut EEM M UiyE.4 C
#A (10 s/10 5,30 min) BEFEANIE S 12 000 r/min
B0 10 min, F FVE W SRR IATTRE . H Buffer
B (100 mmol/L NaH,PO,,10 mmol/L Tris-HCI, 8
mol/L JR%F) i T W& WM A 1 h, 12 000
r/min .0 30 min, 5 5 PUE . BV R E A T Ni-
NTA His Resin #:, 4¢H Buffer B X} 4 7 347 1 F
B A 2 mL BV WORE S T AP 7R S IR T R R 30
min, Jg JH 4 A& A Buffer C (100 mmol/L
NaH,PO, ,10 mmol/L Tris-HCI,50 mmol/L Bfme,
8 mol/L JRE W EAEH  HH 2 5K Buffer
E(100 mmol/L NaH,PO,, 10 mmol/L Tris-HCI,
150 mmol/L BEME,8 mol/L JRZF WAL 4 KL WEH
B L X 24k 5 i H B9 8 H #E 47 SDS-PAGE 43
Bro ) B % S F H pET-32a (). £ S 1Y
pET32a-Jiv A4 L% T 1) pET32a-Jiv 1 %] 1,
WWER bR RG E A B R 7 4 C5
PR BT AR 53 AR R BE R R (6,4,2 Al 1
mol/L) #E#Hr i B (20 mmol/L Tris-HCI,pH 8. 0)
R AT s BB B AT A AR BEAE T 12 h,
JERI#E 7 6 FF A% P, 140 5 & B i C (20
mmol/L Tris-HCI,0. 6 mmol/L L-¥5%& B2 ,100 g/L
JEME, 2 mmol/L EDTA,0. 5 mol/L JR ) 1% ¥ il
D (20 mmol/L Tris-HCl, 25 mmol/L NaCl, 0. 2
mol/L JRZFE)EMT 12 h, 5 #7 5¢ 5 Fl PEG8000 ik
A T —20 CorgfiAr.

1.2.5 %Mk d & Haifbs o Jiv i
B B0 R P S AR WD IR A R il 400
peg/ Fo [E A S5 A R 3 G 58 2 Ahe 7L 58 e 3L Ak
J5 53 T TR BB KR 5 S5 SE 4 O iR A g iR
500 pg/H . IFIR A SR 38 [OR 78 24 5], 58 4
FULE 7 S T T . ez m kg 2 .
I Ja — WAL G 1 JA B G ok >R 52 A A1) ) 4
ELISA 20 7 it 3 &% #r i 2 10 38 75 5K i 4k 52 3h
Yy RAEZ PN JFAE —20 CordRfRA7.

1.2.6  FAkHreg a4 ELISA sl 2 Lhalifbis
NS Jiv BlG 8 B AR A VR ) BT A g ELISA A,
FEALINA 100 pL FE (BTEKE R 0.1 pg/pl) .4
Cal ., WHFFESLNIBA, ] 300 pL PEHH
(0. 01 mol/L.pH 7.4 PBS,0.05% Tween-20) & 1%
5 W REK 3 min, LA S P 22 v (R FR A3 %K
1.5% A1 M & 1) 300 pl,37 CHM 1 h; 3£
35 DA 92 PR, TR B VR DR U 5 W IS [m) s R B 1Y)
AR I 1 5 19 22 5 R BT AR 1LV (BB BE R RS 1+ 200,
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1:400,1:800,1:1600,1¢3200,1¢:6400,1 :
12 800,1 : 25 600) , [A] B % 37 %5 11 % B CF PBS A%
B 2 e BEBUR LT ) A 4> F R B2 104 B 1l 7 % HR
CRIFEATH Jiv Bl G B A R i R iig) .37 CIEdE
1 hs sE ALK I AR AW R S e 5 I B IR
3 min; & FLIA 100 L HRP #Ric 89 £tk 1eG —
Pt (1:5000 ) ,37 CHER 1 h; 3¢ LWk, HE
BEIRVEY 5 W - A 100 L TMB JiE ¥ % WA H
30 min, B A 100 pL £ 11 (2 mmol/L H,SO,),
FH R A5 AL CH 28 17165 B9 280 I 5 4% L ODys, » BA AR
P2 LG AF i ODyso =2 A% B M BRUALTE ODs, I 19 4
R T EAE S i oA B A0 Aan i

1.2.7 FAKH F M 69 Western blot 54  $5E H
e 7 . aife s Jivm G EAHT
SDS-PAGE HLk , [A] B LA A= i3 11 86 714 Sk B 4 %t
MR, HLUKG 3R L B AN R 2T 4R R |, 2 e BBt

1 2 3 4 M

5000 bp
3000 bp
2000 bp

1000 bp
750 bp
500 bp

250 bp

100 bp

Bl 1 J% Jiv BB () PCR 334 45
M. DNA $5if DL2000; 1. B 4] 15 2~4. PCR 31 ¥
Fig. 1
M. DNA Marker DL2000; 1. Negative control;
2—4. PCR products

Amplification of swine Jiv gene by PCR

2.2 BIJvEBFISH

FIH DNA Star X 3K 45 10 5% Jiv & (A E 47
JEHN 538 s R IRAE 241~ 386 Br BLA & 1 B K M
[Fi] B ab B3 A, B A A1 A e D 48 5, T B TR e Ak
— BB X, Tiv B0 N u A C A3 55 1 R
K I AR BOR 2 H 4 A ol Re M (B 3) . LR A A
B2k 5, Jiv & E A9 N 3 A C s A nl Rk 2 B
AR B A5 R Tiv B AT LAY O U 7 B 5
AL 328 BN ) 7 AR G TE R

PRLL T : 500 i BE L 4T Western blot £,
2 gER 558

2.1 B BEENTEREZREBEENEE

IAHE T 2 28 b 2 B RNA R 5 5 4
cDNA, Ll ¢cDNA m#itz PCR §# %] 1 4 2 000 bp
LA R B (8 D, o Jio B2 3% 5 pMDI19-T
AR 54k E. coli DH5a, % 18 7% PCR % 22 25 5
P I BRI T R % 4 ICBH R 1RV R T O I R
WL AR IS TERE Y Jiv 5 NCBI B A5 IR Jiv J7
B (8545 NM_001185066. 1) —F, K E Ky 2 112
bp, pET32a-Jiv JFA% 3Rk Ak 2 WG V) % € L 3R 15
159007 2 112 bp By ;v Be (&L 2) 5 M )7 43 B & B
ARG SRR Jio B R )Y 51 5 CHRGE E Tiv JP
51 100 %6 A4, U BA JR A% 6 35 24k pET32a-Jiv 14 #
LY

10000 bp
8000 bp

6000 bp
5000 bp

4000 bp
3000 bp

5900 bp

2112 bp 000

1000 bp

Bl 2 pET32a-Jiv 244K 84 XU D) % €
M. DNA #5#f DL10000;1. pET32a-Jiv
Bgl 1l /Hind Il SEGEYI =4
Identification of pET32a-Jiv by double digestion
M. DNA Marker DL10000; 1. pET32a-]Jiv
digested using BglIl /Hind 1l

Fig. 2

2.3 BIVHAZEANBESRERENENESH
SRR .2 PTG )5 R Rk 1 BLK &
Sy F R 95 ku (9779, 32 DU TR 1R 1 2L
1 (E D,
2.4 BIvVHAZEABSREZGNMRNL
PR e IPTG i Sl & 5 i Rk, 45
RERH IPTG AT 0.5 mmol/L i, H 4
EHRBWKEE, % ED IPTG 778 — 2 1 40 i
FEME LT AR 0. 5 mmol/L Sk 5 A7 5 F) &0k Jir
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([ 5) s % &4 pET32a-Jiv () Rosetta(DE3) @bkt h )5 B4 HE AR R A TRE (K 6) . I & i
AR ] A 5 S 30k 5 R s . M B LLE T )5 6 (EIF SN 6 h,

A7 B 2 B
& = 5_' 20 60 | 100 140 180 220 260 300 340 380 420 460 500 540 580 620 660 700  Scale of location
£ .
®=o Vil \
geg /. ‘ A oEAkHE
{,g @ Hydrophilicity
e =
=
o
o
rZg 0 [EEANEEE
% s Antigenic
< index
= _1;
3
S o
ot M
s | JLAUM g \ N 02 T A6 T
EE 0- » TRW T |20 A VALY Surface probability
=
w

B3 % Jiv 2B 5 81 B SR K Mk B0 R S0R0 3% 1) 43 A7 W] RE 1 43T

Fig. 3 Analysis of hydrophilicity,antigenic index and surface probability of swine Jiv protein

170 ku — oo ')

130 ku _— -

95 ku L— ] v |

72 ku ] e

55ku e a 2
43 ku " -—

~HE=-NEET

26 ku —— —
o lw =R Roh
17k L -
Ll v
u al‘“‘wt
10 ku -

K 4 pET32aJiv F 3 RK 7Y SDS-PAGE HL UK 4541 B 5 R[N TPTG Xb44% Jiv il & 8 1% R ISR R

M. & [ B4 F R b 1 IPTG ¥ & pET32a-Jiv FUkL M. 2 A By TR RR o L B 1Y pET-32a(+) 52, RiIFEFHY
P AR IS TLVE 2. IPTG % 5% pET32a-Jiv Fikr PET32a-Jivs3~7. 40l FIZ W 0.1,0.3,0.5,0. 8 0
VISR JE LW 3. RTES Y pET32a-Jiv JFUb: 18 2 fift 5 UL UE 5 1.0 mmol/L IPTG ¥§ pET32a-Jiv
4. KBS pET32a Jiv IR R 5 LS5 5 Fig. 5 Effects of IPTG concentration on
PET-32a(+) BUKL B 2L 5 DUTE 5 6. 5 F & pET-32a(+) expression of Jiv fusion protein
TR T 24 5 B M. Protein Marker; 1. Induced cells containing pET-32a(+);
Fig.4 Analysis of induced products of 2. Uninduced cells containing pET32a-Jiv;3—7. Cells
pET32a-Jiv by SDS-PAGE containing pET32a-Jiv induced with 0. 1,0. 3,0. 5,0. 8 and
M. Protein Marker;1. Insoluble lysates from IPTG induced 1.0 mmol/L IPTG, respectively

cells containing pET32a-Jiv; 2. Soluble lysates from IPTG
induced cells containing pET32a-Jiv;3. Insoluble lysates from
uninduced cells containing pET32a-Jiv;4. Soluble lysates from
uninduced cells containing pET32a-Jiv;5. Insoluble lysates from
induced cells containing pET-32a(+) ;6. Soluble lysates from
induced cells containing pET-32a(+)

2.5 BlIvEAEEANAENL 95 ku gk H 81— &4l HOO/N 5 LS EARAF Jiv HH
i) Ni-NTA His Resin #Ealift HREH £ 27BN 78 ku, His fp & H H » TR &4 17
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k), Al RE il 8 P &5 2 B D U IR R Al B W
A 2 1 B A e CIRL 7)o AT LA Sk e D5 4 92 B

17ku-'”t' ’”uﬁ

10 ku S

Pl 6 E )4 Jiv A E A
Vi 2|
M. &[R4 F b 1 5 F 19 pET-32a(+) ;
2. Ri% T pET32a-Jiv;
3~7. %S 2.4,6,8,10 h iy pET32a Jiv
Fig. 6 Effects of induction time on expression of
Jiv fusion protein
M. Protein Marker; 1. Induced cells containing
pET-32a(+) ;2. Uninduced cells containing pET32a-Jiv;
3—7. Cells containing pET32a-]Jiv induced for 2,4,
6,8 and 10 h,respectively

2.6 H¥JivERSREAKMDFHZN

JHTE] H ELISA ¥ %E B » 45 28 B, i
¥ Jiv 85 1 £ v BE PR LT B RO B L ik 1 s

6 400(A 8.,
2.0r
i —a— [ P ot v o R
] Negative serum control;
1.6F -0~ HiRETivE T R B i o i
Polyclonal serum against Jiv
e 1.2
a
o
0.8
0.4f
=
S &8 “),\9 > '»%QQ 0
N N A 0 N o ,'\ Vv

175 #% B BE Dilution titre of the serum

B8 Hus Jiv R 1 & SO BB AR il i 1 s
Fig. 8 Titers of polyclonal antibody against

swine Jiv protein

17 ku

K7 aifes Jiv Al H A # SDS-PAGE
ERTELE S
M. 2 B 7 B AR 1. i 5 19 pET-32a(4) 5
2. K% S pET32a-Jiv; 3. SLILHTA FH9 pET32a-Jiv;

4. diAL RS Tiv A R A

Fig. 7 Analysis of purified swine Jiv fusion
protein by SDS-PAGE

M. Protein Marker;1. Induced cells containing pET-32a(+);
2. Uninduced cells containing pET32a-Jiv;
3. Induced cells containing pET32a-Jiv;

4. Purified His-Jiv fusion protein
2.7 W JvEARGHERENKD
JH Western blot & 3 Hu % Jiv 85 H £ s BEHLIK
HRE SR 25 R R, Bl Z s BEdiiR S Jiv Al &
LS g Tiv 8 kAR RN Y PR A o T R
HIEN A AR SRR SR SR AR R A O (]
9 UL PTIR A RAFRE M,

1 2 B

95 ku

- 78 ku

B9 Huss Jiv A 2 s bk m
Western blot 43 # 45 5
1. BIHEXS IR 2. % Jiv @A 2 1 5 3. IR A 2L b W I
Fig. 9 Western blot analysis of polyclonal antibody
against swine Jiv protein
1. Negative control; 2. His-Jiv fusion protein;

3. Supernatant of spleen tissue lysate
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Jiv B AR R e A M5y 715 8 B HSP40 %K
T B — A~ B B, 55 B A% A B4R R T B AT T
Kevk. Jiv & AT DR HE % 5 8 (Pestivirus) 1% i
BVDV =E 4544 8 (1 NS2-3 Fir i & 11 (9 805, 3511 £
PG TEE B A BVDV R RE iz 5
W )E (Flavivirus) i 5t 8 #% K6 2 (Yellow fe-
ver virus, YEV) ()95 5 & 1 2 SR 09 B g™ . K&
3k Jiv E AR B YRV 54 s,
17 3 55 35 B 5 N 28 A A £t 52 A sh ik S A
et

HAEGHF 98 & B, 78 Jiv (15 CSFV M B A/EH
ST, B2 I E Jivoo X Bt 5 CSFV NS2 &
IR AESSA AR M NS2 &3 8 R AE FH D)% NS2-3
E RS B NS3 & ik — A kR EHE M
it A FH 5 7= A RO » 5 | kS 5 5 B A2 AR G Al &5
FZE 11 NS4A  NS5A , NS5B 15 %5 75 2% 4% 41 i %) 1
Ko SR S g B I Pl 2 A v Sk R 2
RLEHLEIZE Jiv 8 15 BYDV A EAE SR d g
i A CSFV SEHEA I A Jiv90 J5 # # 1)
A Alfort-Jiv FEHEIF A 51 9B g 1 £ 1 K i 4K
T R LA = A rh A CSFV 1Y i B Ak A
RO PR B T i A X 9 NCP % CSEV Alfort-
pAAT BRERYLE F 05 P A T R R R I PR R
CP #! CSFV vA187-1 & Bkt 7] 5| ik Bl Jak 4% 20 fid
Az CPE &1, HIE B 7 90 & A Jiv I 50 1946 A
How 5 RNA il AR S5 8 11 NS3 [y R ik ) 1) 2
A B | A 0 8 96 e PR 9 R 9 oK 5 40 X iz i) NCP Y
CSFV vA187-1 ¥ 47 W & 22 R, Ui B CSFV
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