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Effects of two kinds of anion exchange chromatography
in the separation and purification of x-glucosidase
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Abstract: [Objective] The research focused on the comparison between Q-Sepharose Fast Flow and
DE-52 in the separation and purification of a-glucosidase from Alicyclobacillus contaminans which was sep-
arated from orchard of Shaanxi Province,in order to provide technical support for industrial-scale produc-
tion of a-glucosidase. [Method] Firstly,ammonium sulfate was used to deposit protein by different satura-
tion levels,then the concentrated solution was treated by the two kinds of anion exchange chromatography.
After that, protein content and enzyme activity were used to evaluate the effects of the two kinds of anion
exchange chromatography in the separation of o-glucosidase. [Result] The results showed one absorption
peak of o-glucosidase appeared and the enzyme activity was 6. 99 X 10* U after the treatment of Q-Sepha-
rose Fast Flow,and the protein content was steady at about 26. 25 pg/mL in this absorption peak;the range

of absorption peak was large after treated by DE-52 and the highest point enzyme activity was 5. 56 X 10°
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U, but the protein content {luctuated from 21. 25 to 232. 5 pg/mL in this absorption peak,varying in a large

range. [Conclusion] Anion exchange chromatography Q-Sepharose Fast Flow is better than DE-52 in the

separation of a-glucosidase.
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