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Screening of the hypoxia-related splicing regulatory
factors of C. elegans
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Abstract: [Objective] The study was to find the splicing regulatory factors related to hypoxic injury
phenotype. [Method] RNA-mediated interference (RNAi) library was used to target 351 RNA binding
protein (RBP)-coding genes of C. elegans. [Result] RNAi knockdown of 5 hypoxia-related RBP genes was
obtained,with a splicing factor and 4 genes involved in mRNA translation process. [Conclusion) Splicing
regulatory factors may participate in the process of mRNA splicing and translation in hypoxic response.
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