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Abstract: [Objective] The outer membrane protein (MOMP) gene of Swine Chlamydophila abortus
(CA)Qinghai strain was cloned, analyzed and expressed in E. coli. [Method)] According to the published
complete nucleotide sequence of CA in GenBank, four primers specific to the full-length of MOMP gene
were designed. The MOMP gene fragment amplified by nested PCR was cloned into pMD18-Tvector. The
recombinant plasmid was sequenced and MOMP gene was compared with other GeneBank’s CA strains.
MOMP gene segment was amplified from recombinant plasmid by PCR, then the MOMP gene was sub-
cloned into vector pGEX4T-1 for prokaryotic expression in BL21(DE3) E. coli induced by IPTG. [Result]
The MOMP gene of Qinghai strain was 1 170 bp in full-length. It shared 99. 7% nucleotide acid sequences
homology with different CA strains(B11001 and CP/12). The recombinant fusion proteins were highly effi-
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ciently expressed in E. coli BLL21 in the form of inclusion body. The molecular weight of the expressed fu-

sion protein was approximately 65 ku. Western-blot showed that the recombinant protein can be recognized

by Chlamydophila abortus positive serum. [Conclusion] CA Qinghai strain MOMP gene was cloned and

expressed in E. coli successfully and the expressed protein had antigen activity .
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Fig. 1 PCR amplification of Swine Chlamydophila abortus
major outer membrane protein gene

M. DL2000 DNA Marker; 1. PCR amplification of
MOMP gene;2. Negative control
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Fig. 2 Identification of recombinant plasmid pMD18-T-MOMP
by PCR and enzymatic digestion
M. DNA Marker Il ;1. Product from pMDI18-T-MOMP
digested by EcoR 1 #1 Pst [ ;2.
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Fig. 3

Phylogenetic tree of CA MOMP gene of QH strain
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LT HAHr . 1~19 (i 23/ vl g B 55 KT 1.
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Fig. 4 Analysis of antigenic epitopes and hydrophilicity of protein encoded by CA MOMP gene of QH strain
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Fig.5 Identification of recombinant plasmid by PCR
and enzymatic digestion
M. DL2000 DNA Marker; 1. Product from
pGEX4AT-MOMP digested by EcoR T and Sal T ;

2. Product of pGEX4T-MOMP amplified by PCR

mmol/L. f £ I E O 4 he Wik FERB)E . R
fige 4 M 4 O 1 5L 2B 4T SDS-PAGE Bk .75 3 h
AL 1 SRR 2 66 ku B R 4k . 5 I 45
(26 ku iy GST Bl & M1 +39. 6 ku f§ MOMP &
FIDARAF S T A U5 5 0 B R ) BLiZ 4 B 400 (18
6) . T A AL BS L DLEETE 66 ku AbA A% . L3
TEAR N B A 25005 (&1 6) L IR R ik 8 1 LA
R SAFTE

116ku
66 ku

45ku
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25ku
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14 ku

K 6 TEHBEPERRISS YN SDS PAGE k4,
LRE W2 /A ST R
2~T7. 59K IPTG %5 1,2,3,4,5,6 h (I EH A ;
8. BT B L 5 9. B AR U
Fig. 6 Analysis of the expressed recombination product
of IPTG determined by SDS-PAGE
1. Negative control; M. Protein molecular weight Marker;
2—7. Expressed products after 1,2,3,4,5,6 h induced by IPTG;

8. Supernatant of split product;9. Precipitation of split product
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Fig. 7 Western blot analysis of the expressed
recombination product
M. Protein molecular weight Marker; 1. Negative control;

2. Induced product of pGEX-4T-MOMP
3w
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LT [6) — 53 3 b 3RS O R B . 5 HoAb R 7= vk A T
2 ASFAR Y 43 32 b U I A3 B RO B Y i
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MOMP & 44y F R 20 41. 8 ku, 1 ~19 {if
RRBFEIRAT T BT A o 07 Ve A AR T 1 4 S
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V7 1) 22 5 TR % B Ak A 5 v B SR K TR FE 23 ~ 34,
43~53, 74 ~ 83, 98 ~ 108, 215 ~ 221, 233 ~ 245,
250~ 265 i 2 HE R 5k B Ak W] RE AF AE B s 3R AL,
MOMP t 5 AR 5F X F 4 A0 28 X (VD) 58 B 4
B PRSFIXAT 2 A FK MR PR R AL, VD XA
F KB EDY 4 A4S VD X A B TR LR 1
64~83 i (VD] ).139~160 {ii (VD [ ).224~237
A VD D 288~317 (VD V), [H i 98~108,
233~245 A fig 2 2 MPURRAL.
3.3 MOMP EHEHANRIEREEYEFEST
¥ MOMP 4 15 X 5 P& 2 Ji % 3R 35 81k
pGEX4T-1 I, # AN KWHF# % T £k, & SDS-
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ik, HARIK 0 1 Re 500 ™ 0 PR A AR Il T Ak
K R SR R, 2 B AR 1 R B — R
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Wb 35 R i E T IPTG B AR S 0.4
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AR (16 C) FAS [ 375 3 s (1] S B8 4 A 7] 2% 3k
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R A 7 W A SRR B2 W L TR AT 2 R A T B
AL B B A 255 T R A
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