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Abstract: [Objective] The aim of this research was to identify the genetic chromatin transferred to
NR1121 from S. cereal. [Method) The resistance to stripe rust pathogens of NR1121 was identificated.
Chromosome analysis, genomic in situ hybridization (GISH) , A-PAGE,SSR and SCAR were used to detect
S. cereal chromatin in NR1121. [Result] NR1121 and Austrian rye were immune to isolate CY32 of Puc-
cinia strii formis {. sp. tritici. Shaanmai 611 and six cultivars (Lovrin 10, Lovrin 13, Qingmai No. 9, Feng-
kang No. 8,Shaan229 and Yanshi No. 9) with Yr9 were susceptible to CY32. The results indicated stripe
rust resistanance gene in NR1121 was derived from Austrian rye. NR1121 was stable in cytology with chro-
mosome numbers 2n=42=21 [ . GISH analysis with Austrian rye genomic DNA as a probe showed that
the two chromosomes of NR1121 were transferred from S. cereal. SCAR and SSR marker (Xgwml131-1B)
detection indicated that NR1121 possessed chromatin of Austrian rye 1R. A-PAGE indicated that G/:-Bl in
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w region of NR1121 had the specific band of Austrian rye. The result showed NR1121 had chromatin of

Austrian rye 1RS. [Conclusion] NR1121 was a wheat-S. cereale 1R disomic subsititution line and immune

to CY32. The resistant gene in NR1121 was derived from Austrian rye and probably a new gene different

from Yr9. NR1121 could be used as resistant resource of stripe rust for wheat breeding.
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TN R, 0 T X CY32 itk 45REN R
H R SR BT A5 4 0 B TN EL L RS B NR1121 o, i
HiZEF AR T Yr9 W, i REE — R IR T 2%
T B S B S 1A

F 1 KM ERCYR2ZIHPRAEEELER

Table 1 Identification result of resistance to CY32 of materials
# oK BV A CH 3D Lz SN A CH 3D
Material Infection type(Seedling) Material Infection type(Seedling)
%Mk 10 Lovrin 10 4 {EIfi 9 5 Yanshi No. 9 4
& KAk 13 Lovrin 13 3 A b FI| BE 47 Austrian rye 0
Z 4 9 5 Qingmai No. 9 3 NR1121 0
“E¥i 8 5 Fengkang No. 8 4 B4 611 Shaanmai 611 4
Bf 229 Shaan 229 4 &% 169 Mingxian 169 4

2.2 NRII21 AR FEETE
2 i~ 4 o 2k SR, B ) PR AR 2 4R i
Y R B H 2n=14 (18 1), NR1121 #2240 it Ju f4,

LT S ) B AR SR A g e € R B (20— 14)
Fig. 1 Chromosome number of root tip cell
of Austria rye (2n=14)
2.3 NRI1121 By GISH 4 #h

TE NR1121 #2244 41 i G 6 1A J5 037 2% 28 ) F

REA 2n=42C1& 2) . 1€ ) 1 40 J 0l 00 43 24 1 e £a,
KRR 2n=2111 (| 3).

B 2 NR1121 #2440 i 4 a4 %k (2n=142)

Fig. 2 Chromosome number of root tip cell

of NR1121 (2n=42)
H T R R s 2 AR R IE A B AR 1 O I B
TR, H A G 0 R 3 0 B Ak (B O (B ). R
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NRUI2L & 2 R A R A Qe ik, 455 0
2 R BN O NR1121 Sy 38 3 /)N 22 - 98 3 1) BB o

B3 NR1121 8B40 s (R4l B (2n=211T1)
Fig. 3 Chromosome configuration of

NR1121(2n=2111)
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Bl 4 NR1121 FE R 4 A 2= 50 45
R B e a1k
Fig. 4 GISH result of NR1121

Arrow : Chromosome of Austria rye
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100 bp

B 5 NRI1121 () SCARCA)#1 SSR(B. 5|#H Xgwml3D) Frid 441
M. marker(DL2000) ;1. BEZ 611;2. B F B3 ;3 .4. NR1121

Fig. 5

SCAR (A)and SSR(B,Primer is Xgwm131) marker analysis of NR1121

M. marker(DIL2000) ;1. Shaanmai 611;2. Austria rye;3,4. NR1121
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Fig. 6 A-PAGE analysis of NR1121
1. Shaanmai 611;2. Austria rye;3. NR1121;

Arrow:Band of Austria rye
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Fig. 7 A-PAGE patterns of the gliadin alleles in CS
1. NR1126;2. Chinese spring
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