B3 12 B AR AR K2 FZ WA AR O Vol. 37 No. 12

2009 4F 12 A Journal of Northwest A&F University(Nat. Sci. Ed.) Dec. 2009
v =
LYCh BRI R X REXTEMREE
AL EL =7/
BEMAZS=RZI
VLT T T
(P A MR K27 [l 22 B, BT # ¥ 712100)
[ ZE] [HMY HRFMLER BB (LYCH) T L SR A N T i 30 b i 40 2 & B0 R, o 76 i

B AR AR vk . D3R RLE A A A TTILLL7AY A Rk 3 57 bbbk, /2 7 43 51 i CaMV35S Ji3 8 7 9K 8 (1
GUS FRic 3 N R L LYC-65" 3 U 4B 9 2 15 304 L i R AT T G V3101 A 5, 6 56 3 A B F At 2 N 41, SR
5US.PCR D) K RT-PCR,Northern 2432 #EA7 R, I 58 T % LR AR R L F/ s R & & (45821 B GUS,
PCR #6025 S w1, G e 4 1 #R“TTINI17A™AN 4 Bk R % 3 5 7 #5 3 AT #k s RT-PCR, Northern Z% 38 K 1 45 R % 1
B I E RNA KT FO & RE X FMELPHRMOR T RN E R XY IR R F IR TR
TR, [450) LYCH FHE AR X RSB AR F MR P FMLE S ROER.

[XEIR] F: TR BIMMLEISER s R L RBFMAE T &

[(hEHHES] S641.2 [ at#riRag] A

[XEEHS] 1671-9387(2009)12-0127-06

Effect of LYC-b gene antisense expression on lycopene content

XU Jia-xin, LIANG Yan

(Colleget o f Horticulture , Northwest A&F University ,Yangling s Shaanxi 712100, China)

Abstract: [Objective)] The study discussed the effect LYC-b gene antisense expression on lycopene
content in order to provide new methods for the fruit quality breeding of tomato. [Method) The two gene
plant expression vectors including anti-LYC-65" gene and GUS gene were constructed by using CaMV35S
as a promoter and introduced into tomato cultivars TTI1117A and Lingguang No. 3 by Agrobacterium tu-
me faciens GV3101 mediated transformation. [Result] GUS,and PCR detection showed that anti-LYC-b5
gene had integrated into genome of tomato. RT-PCR,and Northern blot detection indicated that anti-L YC-
b5' gene was expressed at RNA level. Lycopene content analysis of tomato fruit showed that lycopene con-
tent in transgenic fruit was higher than that of untransgenic fruit. [Conclusion) LYC-h gene antisense ex-
pression can improve lycopene content of tomato fruit.
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Fig. 1
1.1.3 3 4%k HLEFEFIE.MS+6-BA 2.0
mg/L +IAA 0.1 mg/L; % £:3% 35 3 . MS+ 6-BA
2.0 mg/L +TAA 0.1 mg/L~+Cef 500 mg/L+Kan
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SR 2 600 1), I 58 42 e IT I OB A= 5 .
1.2.2 RAFHZH  PBORE R GV3lol
BATEVE PP T 50 mL % 100 mg/L RIBE R A LB
W AR R 32 3,28 °C 220 r/min #E % 55 35 & ODgy,
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(anti-LYCG-65"+GUS ) /pBINPLUS J&i ki [/ i
Diagram of (anti-LYC-65"4+GUS )/pBINPLUS
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2.4 B3RS S IR 5 00k 540 Rk i
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FEAH 3 mingd CZ& RN . Nos &1k Fr 4 8 i
BER/NR 192 bp il 18 X% 7 50 0 37 38 53 M ik — 25
B5E H 3 R A S B
1.2.8 PCR rat4kes RT-PCR #m S E %
WA 2 B PCR % 46 #k 19 6 RNA, 1) K B 1
Ependorf & H I A 2~5 pg 8 RNA, sk #h 2
14 yLmA 1 uL 0.5 pg/pL B oligo(dT) 15 Prim-
er 70 CAR 5 min, SR J5 52 BIVE T ok B A 4 pL
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1 2

2 B RED] TR A bR A9 GUS A6 &5
1. GUS # 0 B 5 2. GUS #:i0 B4
GUS test of tomato plants infected by GV3101
with(anti-LYC-65"+GUS ) /pBINPLUS

1. Leal positive to GUS test; 2. Leaf negative to GUS test
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M. DL 2000 Marker;1—4. Transgenic plants of

PCR detection of transgenic tomato

Lingguang No. 3; 5. Transgenic plants of TTI1117A;

6. Negative control;7. Positive control
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Fig. 4 PCR detection of positive plant of PCR
using Nos-ter primers
M. DL 600 bp DNA Marker;1. Negative control;2—5. Transgenic
plants of Lingguang No. 3;6. Transgenic plants of TTI1117A
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Fig. 5 RNA of transgenic tomato
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Table 1 ODy/ODyg, of total RNA by spectrophotometer
Somples R e ODua/OD
1 19.2 1. 84
2 17.9 1.93
3 21.5 1. 90
4 20.3 1.87
5 17.4 1.95

<4— 397bp

P 6 KL R 7 A AR 9 RT-PCR il 25
M. 600 bp DNA 2 F AR 1. “TTTII117 A7 % 3 P A bk ;
2~5. "Rt 3 5V B R A Ak
Fig. 6 RT-PCR of transgenic tomato plant
M. 600 bp Marker; 1. Transgenic plant of TTI1117A;
2—75. Transgenic plant of Lingguang No. 3

& 7 B HED RN AL AR Y Northern 452 45
1. BIHERS B 2~5. “ RO 3 5 7 LR AR K
6. “TTI1117 A”%% 3 R A Ak
Fig. 7 Northern blot of transgenic tomato
1. Negative control;2—5. Transgenic plants of

Lingguang No. 3;6. Transgenic plants of TTI1117A
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Fig. 8 Effects of LYC-b5" antisense expression

TL-2 TL-3 TL-4

on fruit lycopene content
CKI1. Untransgenic plant of TTI1117A;TT1. Transgenic
plant of TTI1117A;CK2. Untransgeinic plant of Lingguang
No. 3; TL-1—TL-4. Transgenic plant of Lingguang No. 3
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