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Baculovirus surface display of EOE1EZ2 envelope glycoprotein of
CSFV and immunogenicity of the displayed proteins in mouse model

XU Xin-gang', TONG De-wen',LIU Hung-jen®
(1 College of Veterinary Medicine , Northwest A&F University ,Yangling sShaanxi 712100, China;

2 Department of Veterinary Medicine , National Pingtung University of Science and Technology , Pingtung, Taiwan 912,China)

Abstract: [Objective] The study developed classical swine fever genetic engineering subunit vaccine
based on baculovirus surface display system. [Method) One recombinant baculoviruses BacSC-EOE1E2 ex-
pressing histidine-tagged EOE1E2 with CTD and TM derived from baculovirus envelope protein gp64 were
constructed. The recombinant baculoviruses were analyzed by Western blot, immunofluorescence confocal
microscopy,immunogold electron microscopy,animal vaccine tests and serum neutralization test, [Result]
After infection, EOE1E2 was expressed and anchored on the plasma membrane of Sf9 cells,as revealed by
confocal microscopy. Immunogold electron microscopy demonstrated that the BacSC-EOE1E2 displayed
EOE1E2 glycoprotein on the viral surface. Animal vaccine tests showed that BacSC-EOE1E2 elicited signifi-
cantly higher antibody titers (OD;;, =1. 82)in the treated mouse models. Virus neutralization test showed
that serum from the BacSC-EOE1E2 treated models had significant levels of virus neutralization activities
(PD50=1512). [Conclusion) The recombinant baculoviruses BacSC-EOE1E2 that surface display CSFV
membrane protein were successfully built.
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Fig. 1 Construction of recombinant donor plasmid pBacSC-EOE1E2
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Fig. 3 Cells grow form after infection of recombinant baculoviruses BacSC-EOE1E2 and eGFP protein was expressed after transfection 3 days

A. Sf9 cells after transfection 3 days;B. eGFP protein was expressed and fluorescence appears in Sf9 cells
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Fig. 4 Identification of recombinants baculovirus
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Fig. 5 Western blot analysis of EOE1E2 proteins

expressed in insect cells
A. Recombinant virus BacSC-EOE1E2;
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Fig. 6 Confocal microscopy analysis of EOE1E2 proteins anchoring on the plasma membrane of Sf9 cells
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Fig. 7 Western blot analyses of purified baculoviruses
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Fig. 8 Immunogold electron microscopy analyze EOE1E2
proteins displayed into the baculoviral envelope
A. Purified baculoviruses BacSC;
B. Purified baculoviruses BacSC-EOE1E2
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