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Abstract: [Objective] The study developed a SYBR-Green 1 real-time quantitative PCR which can de-
tect porcine circovirus type 2 quickly and flexibly. [Method) According to genome sequences within ORF2
of porcine circovirus type 2 (PCV-2) published in GenBank,a pair of primers was designed. The ORF2 gene
was amplified with traditional PCR. The PCR product was cloned into pTG19-T vector and sequenced. The
positive recombinant plasmid was used as quantitative template to generate standard curve and melt curve.
Sensitivity assay,reproducibility of the assay and specificity assay were determined. [Result] The results
demonstrated that standard curve established by recombinant plasmid was shown a fine linear relationship
between threshold cycle and template concentration. Melt curve was specific and the correlation coefficient
was 0. 998 8;the detection limit of real-time PCR for PCV2 was 1 copy per 25 pL,and the quantitative PCR
was more reproductire and specific than traditional PCR. [Conclusion] A SYBR Greenl fluorescent quanti-
tative PCR for detecting ORF2 gene of PCV2 was developed for the basis of the early and rapid detection
and analysising the infect degree of PCV2 quantitatively.
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1—6. Mplification curve of cloned ORF2 gene positive plasmid was shown in 8. 7X10?,8.7X10%,8.7X107,8.7X10°,
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