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Construction of yeast expression vector and inducible expression of
cDNA fragment of stilbene synthase in yeast
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Abstract: With the technology of gene recombination, we cloned gene of STS full-length ¢cDNA from

vitis pesudoreticulata Baihe35-1 into pYES6/CT, a shuttle type plasmid vector of yeast,and transformed

INVScl. The recombinant strains were selected with Blasticidin. The recombinant protein was induced with

galactose,and the products of 5 culturing periods were identified by SDS-PAGE and Western-blot analysis.

The target band was found after induced 4 h,and rich stable expressions of the target protein appeared af-

ter 16 h. The result showed that the fragment of target gene from grape could be expressed in yeast, which

may lay a foundation for identifying the function of target gene.
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Fig. 1 Sketch map of plasmid pYES6/CT-STS
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Fig. 2 Enzyme-digestion identification of recombinant
vector pYES6/CT-STS
M. DNA Marker IV ;1. Recombinant plasmid pYES6/CT-STS;
2. Restriction digestion plasmid pYES6/CT-STS with BamH 1;
3. Restriction digestion plasmid pYES6/CT-STS with Xho I;
4. Restriction digestion plasmid pYES6/CT-STS
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Fig. 4 SDS-PAGE analysis of expressing production
M. Protein Marker; CK. Negative control;

1—6. Expressing production of induced 4.8,12,16,20 and 24 in yeast
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M. DNA Marker IV ;1,2. Recombinant colony directly by PCR
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