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Abstract : The research of the mechanism of the protein folding is the precondition of highly efficient
production of genetic recombinant proteins,which hasimportant significance to the industrial production of
recombinant protein and treatment of those diseases closely related to the protein aggregation. To explore a
unified mechanism of protein folding,the unfolding of pepsininduced by urea or guanidine hydrochloride
has been studied by phase diagram” method of fluorescence. The experimental results show that whether 2-
mercaptoethanol existsin the denaturant solution or not ,when urea concentrations are changed under the
range of 0to 8.0 mol/ L ,the unfolding procedures of pepsinobey atypicd two-state model” ;while wheth-
er the 2-mercaptoethanol existsin the denaturant solution or not ,when guanidine hydrochloride concentra
tions are changed under the range of 0 to 6.0 mol/ L ,the unfolding of pepsn obey a typical“ three state
model” .
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Fig.1 Fluorescence phase diagram of pepsin induced
by ureain the absence of 2-mercaptoethanol
Urea concentrations (mol/L) in denaturation solution
are indicated in the vicinity of the corresponding symbol
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Fig.3 Fluorescence phase diagram of pepsin induced
by ureain the presence of 2-mercaptoethanol
Urea concentrations (mol/L) in denaturation solution
are indicated in the vicinity of the corresponding symbol

Fig.2 Fluorescence phase diagram of pepsin induced by
guanidine hydrochloride in the absence of 2-mercaptoethanol
Guanidine hydrochloride concentrations (mol/L) in
denaturation solution are indicated in the
vicinity of the corresponding symbol
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Fig.4 Fluorescence phase diagram of pepsin induced by

guanidine hydrochloride in the presence of 2-mercaptoethanol
Guanidine hydrochloride concentrations (mol/L) in
denaturation solution are indicated in the vicinity
of the corresponding symbol
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