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Prokaryotic expresson and protein purification of human XTP5 gene
transactivated by X protein of hepatitis virus B
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Abstract : To study biological function of XTP5(mHA-8) furthur ,the RT-PCR and bioengineering
were used to clone and express X TP5 gene. X TP5 gene (1 527 bp) and its recombinant expresson vector
(pPET-32a ( +)-XTP5) were successully carried out. Moreover ,pET-32a ( +)-XTP5 was expressed for
five hourswith 1.0 mmoL/L IPTG (final concentration) at 37 . The recombination protein showed iden-
tical molecular weight with 76.88 ku and was confirmed by Western-blot. The purified recombinant protein
was acquired by the protein purification system. Cloning and prokaryotic expresson and the purified protein
of X TP5 gene were succesd ully performed.
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