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Influence of wheat gluten partial hydrolysates on stability of
agueous microbial transglutaminase

PEN G Can' ,CHAN G Zhong-yi' ,WAN GJiang-yuan® ,YUAN Jurryi* ,GAO Hongliang

(1 School of Life Science, East China Normal University, Shanghai 200062, China;2 Lesaf f re Co. Ltd, Shanghai 200062, China)

Abgract : The influence of different polypeptides on thermal stability of microbial transglutaminase
was investigated in the study ,Bioprotease FV-assted hydrolysates of wheat gluten with different degree of
hydrolysi's (DH) was prepared and the variety of themal stability of T Gase added by WGPHs was ana-
lyzed. The results showed that the thermal stability of T Gase wasimproved by wheat gluten partial hydrol-
ysates(W GPHs) ,but decreased by the soybean oligo-peptide ,and the addition of hydrolyzed vegetable pro-
tein or peptone had no effect on the thermal stability of TGase; bioprotease FV-assited hydrolysates of
wheat gluten showed the antioxidative capacity. Enzyme activity of the T Gase remained at 95. 90 % after
heating at 50  for 2 hours when the 20 min hydrolysates had been added ,30. 90 % higher than the con-
trol.But theimproving effect of WGPHson thermal stability of T Gase decreased with the increase of D H.
S0 ,the 20 min W GPHs had the best protective effect when added with the same quantity.

Key words: wheat gluten partial hydrolysate ;transglutaminase;thermal stability ;reducing capacity
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