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Expression of NS3 gene of CSFV Shimen strain in E coli

LU Xu,ZHANG Yanmming, XU Xin-gang
(College o A nimal Science and Techology,N orthw estA & F U niversity, Yangling, Shaanxi 712100, China)

Abstract: Serine protease and N T Pase/RNA helicase functional domains, 2 0 kb of N S3 gene of CSFV
Shimen strain were amplified by PCR, and cloned into prokaryotic expression vector pET-32a T he target
protein was expressed in E. coli Rosetta (DE3) induced with IPTG, and detected by 9 S-PA GE and
W estern blotting The results indicated that the 97 ku expressed protein could be recognized by CSFV

positive serum as expected
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