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Cloning of the promoter of rice rbcS and
its specific expression in transgenic rice
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bstract: To use ecific expression of foreign genes of promoters in transgenic rice research, the rice

rbcS promoter w as ilated from the rice of ZhongHuall genomicDNA by PCR, and its sequencing indicat-
ed that the amplified band (2 746 bp) was 99 2% homologous to the reported ones at the corregpondent se-
quence regions The cloned rbcS promoter was fused to the 5'-upstream of GUS (beta-glucuronidase) cod-
ing region in a binary vector, and introduced into rice by A grogacterium -mediated transformation T he inte-
gration of the rbcS-GU S fusion gene in transgenic ricew as confirmed by PCR analysis T he determ inations
of the GU S activities in the transgenic rice plants indicated rbcS promoter could drive the GU S reporter
gene to express in the leaves of transgenic rice plantsw hile exerting no or very weak influence on the ex-
pression of the GU S reporter gene, and the expression level of rbcS-GUS fusion gene was significantly
stronger than the expression level of CaMV 35S-GU S fusion gene So rbcS promoter w as tissue gpecific in

its expression
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