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10min; 94 1min,64 1min,72 2min, 35 21 PRV FB gE PCR
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DNA , 20 1 800 bp ( 2
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2500bp —,
3300 582 e 1800bp 2000bp — 1 800 bp
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1 PRV FB g¢E PCR 2 PRV FB gE PCR
1 DNA M arker; 2 PRV FA  gE 1 DNA Marker; 2 PRV FB  gE
3 PRV FB gE 3,4PRV FB gE
Fig 1 Result of PCR electropherogram Fig 2 Result of PCR identification of the
of gE geneof PRV FB positive clone colony w ith gE gene of PRV FB
1 DNA M arker; 2 gE gene of 1 DNA M arker; 2 N egative clone colony of PRV FB;
PRV FA; 3 gE geneof PRV FB 3, 4 Positive clone colony of PRV FB
22 PRV FB gl PCR ( 3); PRV FB gl
PCR , PCR , 953
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2500 bp__
2 000 bp—s

1 000 bp—
750 bp—»

3 PRV FB gl PCR 4 PRV FB gl PCR
1 DNA M arker; 2 PRV FA gl ; 1 DNA M arker; 2,3,4 PRV FB ¢l
3 PRV FB gl S PRV FB gl
Fig 3 Result of PCR electropherogran Fig 4 Result of PCR identification of
of gl geneof PRV FB the positive clone colony with gl gene
1 DNA M arker; 2 gl geneof PRV FA; 1 DNA M arker, 2, 3, 4 N egative clone of gl gene
3 gl geneof PRV FB of PRV FB; 5 Positive clone of gl gene of PRV FB
23 PRV FB PRV FA gE PRV FB gE
GenB ank PRV FA gE
PCR : LB ,gE 2 (
5). 99%

FA: GCGCGCGCGTAGTACCAGTCCAGCGTGGCGGTAAAGTTCTCGCGCGAGTCGCCCATGTCCGAGACCACGCGCG
FB: GCGCGCGCGTAGTACCAGTCCAGCGTGGCAGTAAAGTTCTCGCGCGAGTCGCCCATGTCCGAGACCACGCGCG

FA: GCATCAGGTCGAACGTGTCCCCGGGCGAGAAGAGCTGCGAGTGGAAGCCGAGCGCGTGGAAGCGGGGCTCGTG
FB: GCATCAGGTCGAACGTGTCCCCGGGCGAGAAGAGCTGCGAGTGGAAGCCGAGCGCGTGGAAGCGGGGCTCGTG

FA: GCGCGCGGGGCCCACCGGGTCCGCCGGCGCGGGCGGCCGGTCGCCCACCGCCACAAAGAACACGGCCCGCGGE
FB: GCGCGCGGGGCCCACCGGGTCCGCCGGCGCGGGCGGCCGGTCGCCCACCGCCACAAAGAACACGGCCCGCGGE

FA: CCCGAGGCGTCGTGCAGCGTGTAGAGGCCCGTGTCGTTGGGCGTGGCCCGCAGGACGCTCAGGTGCGGCGACC
FB: CCCGAGGCGTCGTGCAGCGTGTAGAGGCCCGTGTCGTTGGGCGTGGCCCGCAGGACGCTCAGGTGCGGCGACC

FA: ACCGCTCCGGGGTGACGATGGGCGGCTCGCGCCGGAGCCGCGGCACCTCGGGCGGCAGGTAGTCGCCGATGCC
FB: ACCGCTCCGGGGTGACGATGGGCGGCTCGCGCCGGAGCCGCGGCACCTCGGGCGGCAGGTAGTCGCCGATGCC

FA: CATCTCCGGGGCCTCGGGGACGCAGGCGCGGCCCAGCACCAGGTCCGGGTGGCACGCGGTCTCGAAGCACACC
FB: CATCTCCGGGGCCTCGGGGACGCAGGCGCGGCCCAGCACCAGGTCCGGGTAGCACGCGGCCTCGAAGCACACC

5 PRV FA PRV FB gE

Fig 5 Blast of gE geneof PRV FA and PRV FB
— M utation base
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CGCGCGACGTGACCCGGCTCCCCGCGGGGCTCCTCCTCGCCGCCCTGACCCTGGCCGCCCTGACCCCGCGCGT
CGCGCGACGTGACCCGGCTCCCCGCGGGGCTCCTCCTCGCCGCCCTGACCCTGGCCGCCCTGACCCCGCGCET

CGGGGGCGTCCTCTTCAGGGGCGCCGGCGTCAGCGTGCACG TCGCCGGCAGCGCCGTCCTCGTGCCCGGCGAC
CGGGGGCGTCCTCTTCAGGGGCGCCGGCGTCAGCGTGCACGTCGCCGGCAGCGCCGTCCTCGTGCCCGGCGAC

GCGCCCAACCTGACGATAGACGGGACGCTGCTGTTTCTGGAGGGGCCCTCGCCGAGCAACTACAGCGGGCGCG
GCGCCCAACCTGACGATAGACGGGACGCCGCTGTTTCTGGAGGGGCCCTCGCCGAGCAACTACAGCGGGCGCG

TGGAGCTGCTGCGCCTCGACCCCAAGCGCGCCTGCTACACGCGCGAGTACGCCGCCGAGTACGACCTCTGCCC
TGGAGCTGCTGCGCCTCGACCCCAAGCGCGCCTGCTACACGCGCGAGTACGCCGCCGAGTACGACCTCTGCCC

CCGCGTGCACCACGAGGCCTTCCGCGGCTGCCTGCGCAAGCGCGAGLCGCTCGCCCGGCGEGCGTCCGCCGLG
CCGCGTGCACCACGAGGCCTTCCGCGGCTGCCTGCGCAAGCGCGAGTCGCTCGCCCCGLGCGCGTCCGCCGLG

GTGGAGGCGCGCCGGCTGCTGTTCGTCTCGCGCCCGGCCTCGGGGGACGCGGGGTCCTACGTGGTGCGGGTCC
GTGGAGGCGCGCCGGCTGCTGTTCGTCTCGCGCCCGGCCTCGGGGGACGCGGGGTCCTACGTGCTGCGGGTCC

GCGTGAACGGGACCACGGACCTCTTTGTGCTGACGGCCCTGGTGCCGCCGAGGGGGCGCCCCCTCCCCACGTC
GCGTGAACGGGACCACGGACCTCTTTGTGCTGACGGCCCTGGTGCCGCCGAGGGGGCGCCCCGTCCCCACGTC

GCCGCCCGCGGACGAGTGCCGGCCCGTCGTCGGATCGTGGCACGACAGCCTGCGCGTCGTGGACCCCGCCOAG
GCCGTCCGCGGACGAGTGCCGGCCCGTCGTCGGATCGTGGCACGACAGCCTGCGCGTCGTGGACCCCGCCGAG

GACGCCGTGTTCACCACCCAGCCCCCGCCCGAGCCCGAGCCGCCGACGACCCCCGLGCCCCCCCGGGGGACCE
GACGCCGTGTTCACCACCCAGCCCTCGCCCGAGCCCGAGCCTCCGACGACCCCCGCGCCCCCCCGGGGGACCG

GCQCCACCCCCGAGCCCCGATCGGACGAGGAGGAGGAGG GTGACGCGGAGACGACGACGCCGACGCTGAC
GCACCACCCCCGAGCCCCGATCGGACGAGGAGGAGGAGGAGGGTGACGCGGAGACGACGACGCCGACGATGAC

CCCGGCGCCCGGGACCCTGGACGCGAACGGCACGATGGTGCTGAACGCCAGCGTCGTGTCGCGCGTCCTGCTC
CCCGGCGCCCGGGACCCTGGACGCGAACGGCACGATGGTGCTGAACGCCAGCGTCGTGTCGCGCGTCCTGCTC

GCCGCCGCCAACGCCACGGCGGGCGCCCGGAGCCCCGGGAAGATAGCCATGGTGCTGGGGCCCACGATCGTCG
GCCGCCGCCAACGCCACGGCGGGCGCCCGGAGCCCCGGGAAGATAGCCATGGTGCCGGGGCCCACGATCGTCG

TCCTCCTGATCTTCCTGGGCGGGATCGCCTGCGTGGCCCGGCGCTGCGCGCGGAATCGCATCTACCGGCCGCG
TCCTCCTGATCTTCCTGGGCGGGATCGCCTGCGTGGCCCGGCGCTGCGCGCGGAATCGCATCTACCGGCCGCG

ACCCG
ACCCG

6 PRV FA PRV FB gl
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Fig 6 Blast of gl geneof PRV FA and PRV FB
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Study on the homology between PRV FB low virulent strain
and gE and gl of PA strain
CHE Yong-liang"?,Y U Fu-song', CHEN Shao-ying“? CHEN Shi-long’,
CHENG Xiao-xia',WANG L ong-bai’,W El Hong', HU Qi-lin*?
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2 Fujian A nimal D isease Control T echnology D evelgpment Center, Fuzhou, Fujian 350013, China)

Abstract: The gl and gE gene of PRV FB (low virulent strain) and PRV FA (high virulent strain)

w ere anplified by PCR, then the gl and gE gene of PRV FB were cloned and sequenced B lasted w ith gE

and

gl geneof PRV FA from GenBank, 2 bases in gE w ere found to have point mutation, and the homology

w as over 99%; M earw hile, 7 bases in gl resulted in point mutation and 3 bases w ere inserted, and the
homology w as over 98%. Thesemutation revealed PRV FB occur in heritagemutation and deserve further
research

Key words Pseudorabies virus gene cloning; sequence analysis



