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Fig 2

GGCCTTCTCT
GGACAGCCCA
GAAAACACTA
CAATGCAGGA
AACCCACTCC
TGTCCAGGGG
TCATGCCCAG
CAAGGGCCGT
TCCCCTGCCA
CGGTGGACGT
TCGACTGTAT

2
PCR-SSCP analysis in different individualsw ith different genotypes

GACCAGTTTC
GTTTTGTGAG
TCCTCATACT
GATACAGGTT
AGTATTCTTG
CTTGCAAAGA
GGAGTTCAGT
CTTCATCTCA
CTTTGTCTCT
GGTGAAGACG
GCTGAAGATG

CTCTAATGAG
TCCTCATCAA
TGGGCTTCCC
CCATCCCTGG
CCTAGGGAAA
GTCAGATTTG
TTCATTAGGG
CAGCCCAATA
GCCTTTGGAG
CGGTATATG)A]
GTGACCCAGG

SSCP

GTGGTTGGGC
GAGCTCCATC
TGGTGACTCA
GTCAGGAAGA
TCCCATGGGC
ACGGAGCACA
ACAAACAATG
TCTGCTCTTC
CTGGCTTCTG
ACTCGCCCCC
AGGGCCCCAC

CGGATTAGCT
TTGGCACTGC
GACCGTAAAG
TCCCCTGGAA
AGAGGGACCT
AGCACTAGAC
AACACGTGTG
CTACCCTGCG
TGCCACCCTG
AGGCCAGTAC
AGCCTTCTAC

TCCAACTCTG
AAGAGATTTG
AATCCACGGG
GAGGAAATGG
GGTGGGCTAC
TATACTAACC
AAACAGAAAA
ACAGACAACT
GTGGCCTCCC
CACAGCCCCT
AAGGGGTGAG

3 3 UCP3
— i
Fig 3 Compared resultsof partial sequence of UCP 3 anong three bovine breeds
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24 3 ucp3 Q 04

2 52, X 052 (5 99),

UCP3
’ l 1 ’

H ardy-W einberg
X 7 34, Xi 052,
UCP3

AB ,3 , H ardy-W einberg

1 3 UCP3
Table 1 Genotype and allele frequency of UCP 3 gene and X analysisof three bovine breeds

Genotype frequency A llele frequency

Species N umber

AA AB BB A B

Chinese Simmental 74 15(Q 20) 28(Q 38) 31(Q 42) Q 40 Q 60 Q 04

Heiford 24 5(Q 21) 12(Q 50) 7(Q 29) Q 46 Q 54 2 52

Angus 26 1(Q 04) 8(Q 31) 17(Q 65) Q19 Q81 7 34

2 , (PIC> Q 5)
(0 25< PIC< Q 5), ,

UCP3
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2 3 UCP3
Table 2 Genetic diversity of UCP 3 gene in three bovine breeds

Species PIC Ho He Ne
Chinese Smmental Q36 Q52 Q48 101
Heiford Q37 a 50 Q 50 199
Angus Q62 Q33 Q67 303
X ,
3 3
(0] ucrP3 , , H ardyW einberg ,
(ORF) 842 , :
( - UcP3
), 3 ,
Knoll ™ , ucP3 5 1 H ardy+W einberg
Alal ,
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3 C/T
, UCP3 , , (601bp) 300 bp
PCR-SSCP ucp3 PCR-SSCP )
) N Ps , (< 300
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mmunohistochanistry. The results were as follow s testosterone was presented in the cytoplasn of
gpematogonia (SPG) in April It was detected in the nuclear of SPG in M ay when SPG would become
primary pematocyte (ISPC). During Jun-Jul, T positive reactivity was also detected in the nuclear of
gematocyte (SPC) and gpematid (SPD). In A ug, therewere T slight positive reaction dots scattered in
the mmature region and mature region In Sep-Oct, T waspresented in the cytoplasn of SPG in mmature
region and spematozoa (SPZ) in mature region T positive reactivity w eakened in the cytoplasn of SPG
and SPZ in Nov. During the annual reproductive cycle, T positive location aw ays presented in the certain
part in the testis T was als detected in L eydig cells (LC) and Sertoli cells (SC) of the testisduring Apr-
M ay and Sep-Oct The result show s that testosterone digerses periodically and regularly in testis of
Batrachuperus tibetanus and it plays an regulative role in proliferation of gemm cell and pem atogenesis
Key words B atrachuperus tibetanus; testo sterone; goem atogenesis, annual reproductive cycle
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Study on polymorphign s of part sequence of intron 5
and exon 6 of bovineU CP 3 gene

L I Qiu-ling*, XU Shang-zhong®, ZAN L in-sen®, GAO Xué’,
ZHANG Zheng-feng', REN Hong-yan®, CHEN Jin-bao’
(1 College & A nimal Science and T echnology,N orthw estA & F U niversity, Yangling, Shaanxi 712100, Ching;
2 Institute o A nimal Science, ChineseA cadeny o A griculture Science, B eijing 100094, China)

Abstract: Take Chinese Smmental, A ngus and Heiford as experment materials, a pair of primers for
the part of intron 5 and exon 6 of uncoupling protein 3 gene were designed The polymorphisnswere
analyzed by PCR-SSCP and DNA sequencing T he results show ed that allele B w as the p redom inance allele
in these three populations, genotype AA w as the predom inance genotype in Chinese Smmental and A ngus
and itwasAB in Heiford Therewas no significant difference (P> Q 05) in UCP 3 locus of both Chinese
Simmental and Heiford, w hile significant differences existed in A ngus A nalysis of polymorphisns index
show ed the polymorphisn of the locusw asmoderate in Chinese Smmental and H eiford and high in A ngus

Key words boving UCP 3; S\ Ps genotype allele



