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CATGCAAGTC GAACGAA GGC TTCGGCCTTA GTGGCGCACG 40
GGTGCGTAAC GCGTGGGAA T CTGCCCCTTG GTTCGGAATA 80
ACAGTTGGAA ACGACTGCTA ATACCGGATG ATGACGTAAG 120
TCCAAAGATT TATCGCCCA G GGA TGA GCCC GCGTAGGATT 160
A GGTAGTTGG TGTGGTAAAG GCGCACCAA G CCGACGATCC 200
TTAGCTGGTC TGAGAGGATG A TCA GCCACA CTGGGACTCGA 240
GA CACGGCCC AGACTCCTAC GGGA GGCA GC A GTGGGGAAT 280
ATTGGACAAT GGGCGAAA GC CTGATCCAGC AA TGCCGCGT 320
GAGTGATGAA GGCCTTA GGG TTGTAAAGCT CTTTTACCCG 360
GGATGATAAT GACA GTACCG GGA GAATAAG CTCCGGCTAA 400
CTCCGT GCCA GCA GCCGCGG TAATACGGA G GGA GCTA GCG 440
TTATTCGGAA TTACTGGGCG TAAA GCGCAC GTA GGCGGCT 480
TTGTAAGTAA GA GGTGAAAG CCCA GA GCTC AACTCTGGAA 520
TTGCCTTTTA GACTGCATCG CTTGAATCAT GGA GA GGTCA 560
GTGGAATTCC GAGTGTAGAG GTGAAATTCG TAGATATTCG 600
GAA GAACACC A GTGGCGAA G GCGGCTGACT GGACATGTAT 640
TGACGCTGA G GTGCGAAAGC GT GGGGA GCA AACAGGATTA 680
GA TACCCTGG TA GTCCACGC CGTAAACGAT GATAACTAGC 720
TGTCCGGACA CTTGGTGTTT GGGT GGCGCA GCTAACGCAT 760
TAAGTTATCC GCCTGGGGA G TA CGGCCGCA AGGTTAAAAC 800
TCAAATGAAT TGA CGGGGGC CTGCACAAGC GGTGGAGCAT 840
GTGGTTTAAT TCGAA GCAAC GCGCA GAACC TTACCA GCGT 880
TTGACATGGC AGGACGACTT CCAGAGATGG ATTTCTTCCC 920
TTCGGGGA CC TGCA CACA GG TGCTGCA TGG CTGTCGTCAG 960
CTCGTGTCGT GAGATGTTGG GTTAAGTCCC GCAA CGA GCG 000
CAACCCTCGC CTTTAGTTGC CATCATTTAG TTGGGCACTT 040
TAAA GGAACC GCCGGTGATA A GCCGGA GGA AGGTGGGGAT 080
GACGTCAAGT CCTCATGGCC CTTACGCGCT GGGCTACACA 120
CGTGCTACAA TGGCGGTGAC A GTGGGCA GC AA GCACGCGA 160
GTGTGA GCTA ATCTCCAAAA GCCGTCTCAG TTCGGATTGT 200
TCTCTGCAAC TCGAGAGCAT GAA GGCGGAA TCGCTA GTAA 240
TCGCGGA TCA GCA TGCCGCG GTGAATACGT TCCCA GGCCT 280
TGTACACACC GCCCGTCACA CCATGGGA GT TGGATTCACC 320
CGAAGGCGTT GCGCTAACTC GCAA GA GA GG CA GGCGA CCA 360
CG

3 XT-11 16S rRNA
Fig 3 16S rRNA sequencesof strain X T-11
1 XT-11 16S rRNA 16S rRNA
Tablel Smilarity comparison of strain X T-11 and related bacteria based on 16S rRNA sequences
| | / /o
D atabase Series Strain Same/Total Smilarity
GeneBank AY571827 1 Uncultured sphinganonas . Clone 473D 1 359/1 364 99 63
BEM BL AJ429239 1 Sphinganonas f aenia 1 353/1 363 99 27
EM BL AJ583164 1 U ncultured alp hap rotechacterium 1 355/1 362 99 49
BEM BL AJ864842 1 Sphinganonas . J05 1334/1 337 99 78
BV BL A J429237 1 Sphinganonas aurantiaca 1349/1 362 99 05
GeneB ank A F548567. 1 Sphinganonas . eh2 1330/1 335 99 63
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Fig 4 Phylogenetic tree of strain XT-11 and other strains based on 16S rRNA sequences
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Identification of a strain of xanthan-degrading bacteria

L IU Han',L IU Peng®,CUI Tie-jun?, BA | Xue-fang',DU Y u-guang’
(1D alian Institute & Chenical Physics ChineseA cadeny o Sciences,D alian,L iaoning 116023, China;
2 Tianjin Entry-exit Ingection and QuarantineB ureau, T ianjin 300456, China)

Abstract: A coording to itsmorphology, cultural properties, physiological characteristics and 16S ribo-
omal RNA gene sequence, a strain of facultative anaerobe XT-11 for degrading xanthan which was
screened from microorganisn in the :ilw asanalyzed X T-11w as gram -negative,w ith the size of single rod
cellof @ 4- Q 6umx 1 0- 2 0pm when itwasyoung,w ith the sizeof round cell of @ 5mx Q 5 pm after
cultivating oneweek It was of non-motil, non-goreforming and could utilize many sugars So, this strain
w as identified as Sphinganonas 9. .

Key words xanthan-degrading bacteria; xanthase; facultative anaerobe; gran -negative; Sphingam onas
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Abstract D: 1671-9387(2006) 07-0077-EA

Study on favorable planting regions and effect of ecological factors
of peppemint (M entha piperital. )

DOU Hong-tao

(X i'an A gricultural Science Research Institute, X i'an, Shaanxi 710061, China)

Abstract: Peppemm int was grow n in different elevation areas in Shaanxi, then ecological factors (such
as temperature, sunshine, and 9 on) affecting yield and quality of essential oil of peppem intw ere studied
The results showed that the regions (such as northern Shaanxi, W eibei and northern Q inling mountain
ranges and 0 on) of lower latitude (33° 37°) and higher elevation (1 000- 1500m) in Shaanxiw ere favor-
able for planting peppem int, the quality of essential oil from peppem int attains international standard of
good quality, and the average yield of essential oil from peppemint attains 93 3 kg/hm? This not only
break s the foreign conclusion that peppem int has to be planted in the regionsof higher latitude-over north
latitude 41° but als offers foundation to plant peppem int in our country.

Key words peppemint (M entha piperitaL. ); favorable planting region; eclogical factor



