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Table 1 The sequence analysisof 5 and 3' regulatory region of bovine CIN 2
( ) Class
Elements (B inding) Sequence feature(5'-3') 5 5 3
Position 5'dist 5'prox 3UTR
STAT5(M GF) - 1574 - 1565 TTCTCAGAAAT Vv
- 102 - 91 ATTTCTAGGAAT N
c/EBP - 1612 - 1604 TGTTGAATG Vv
- 1587 - 1579 TTTTGTATT N
- 1556 - 1549 TTTTGCCTG v
1/2GRE - 1600 - 1594 AGGACAT v
- 1514 - 1507 AAGGACAT N
- 130 - 124 AGGAA GA Vv
GC island - 251 - 247 GGGCC N
M ilk box - 175 - 153 TATTCCCCTTTAAAA TGCTCCCCA v
NF1(CAAT box) -89 - 83 CAAATCC N
Oct-1 - 56 - 51 AATTAGC N
TATA box -3 - 27 TATATATAA N
Reti 11 -7 GATCA v
+1009 + 1103 GGTCA intron 11)
TRE - 717 - 712 TTCTCA v
+ 78 + 83 TACTCA exon 1
am - 150 - 144 ATTTTTG v
+8012 + 8018 ATGTTTG v
+ 8154 + 8160 ATGTTTG N
Glyco - 288 - 282 AAGA GA v
+8187 + 8194 ACTGGAAA N
Pu-1 +8025 + 8030 GA GGAA v
CK - 738 - 731 GACCCCTT N
CAC +1009 + 1103 CACCC intron 1
PolyA + 8477 + 8482 AATAAA Vv
G/T + 8497 + 8607 GnTn
: STAT5(M GF) 5( ) ;C/EBP CCAAT/ : 1/2GRE
( ) ; GC island GC SP1 M ilk box “ " NF1(CAAT box) -1
(CAAT );Oct-1 :TATA box TATA  TBF : Reti : TRE
AP1 :9m am : Glyco :Pu-1 Pu-1 :CK cK-
2 ;CAC GT-1c ; PolyA polyA :G/T. GT

Note STAT5 (M SF) stands signal transducers and activatorsof transcription 5(mammary gland factor) ; C/EBP stands CCAA T /enhancer

binding protein; 1/2GRE stands half-palindromic glucocorticoid response elanents GC island stands GC box GC signal of RNA polymerasg

“M ilk box” standsmammary gecific binding factor site;NF1 (CAA T box) standsN F-1 factor binding site (CAA T signal of RNA polymerase

1I); Oct-1 stands octaner-binding transcription factors binding site, TA TA box stands RNA polymerase binding site; Reti stands retinoic acid

reponse elanent; TRE stands TPA regonse elanent; Sm stands snall nuclear ribonucleoprotein Sm binding site; Glyco stands glycosylation

site; Pu-1 stands Pu-1 factor binding site; CK stands cytokine-2e binding site; CA C stands GT -1c protein binding site; PolyA standspoly A tail
signal; G/T stands GT cluster.
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M olecular cloning and sequence analysis of bovine
beta-casein gene %', 3' control region

L IU Jin-long, ZHENG Y ue-mao,W ANG Y u-j ie, ZHANG Y ong
(Institute of B io"Engineering,N orthw est Sci-Tech U niversity o A griculture and Forestry, Yangling, Shaanxi 712100, China)

Abstract: 5 and 3' control region of bovine CN 2 w ere partially cloned by normal and recombinant
PCR. The former consisted in all of the 5" upstrean sequence, the first exon and part of first intron,w hile
the later included the last exon and 3’ flanking fragment The purified PCR productsw ere sub-cloned to
pM D 18-T V ector, then sequenced correpondently and analysed by bio-20ft The results indicated that the
tw e cloned fragments have the homology of 99 0% and 98 0% regectively w ith the comparable region of
bovine CSN 2 M oreover, all the vital regulatory elenents and many factors binding sitesw ere found in the
two fragments The above suggested that the expressing vector, constructed by the two cloned fragnents
andwork under the control model of endogenous CSN 2, could direct the target gene to express ecifically
and efficiently in manmary gland

Key words cow; CIN 2; control region; PCR; sequence analysis

A molecular biology method to differentiate C-strain
from other strainsof CSFV

HU Jian-he', CHEN Y ong-yao',W ei Gang-cai,
W ang San-hu!, ZHANG Y an-m ing’, X IE Qing-ge’
(LA nimal ScienceD eparment o H enan V ocational-technical Teacher's College, X inxiang, H enan 453003, Ching;
2 College d Animal Science and T echnology,N orttw estern Sci-T ech U niversity o A griculture and Forestry, Yangling, Shaanxi 712100, China;
3L anzhou V eterinary Research Institute, L anzhou, Gansu 730046, China)

Abstract: A difference marker sequence CTTTTTTCTTTT was selected from C-strain and other
strains of CSFV , and gecific PCR primer pair and nested-PCR primer pair w ere designed at the basis of
previously published sequences of CSFV. Total RNA was extracted from spleensor lymph nodes of sugi-
cious ill pigs Target fragnentsw ere amplified utilizing RT-PCR and nested-PCR techniques A fter purifi-
cation and recovery, the target fragnentswere cloned into pM D 18-T vectors and further sequenced A c-
cording to sequence analysis, sequence containing the marker sequence belongs to C-strain and others be-
longs to other strains of CSFV.

Key words classical s ine fever; RT -PCR; nested-PCR; marker sequence; differentiation diagnosis



