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Table 1 The estimated value of gene frequencies of viscera and muscle allozyme loci in CH-K
Loci A llele r?gﬂgfr fretig;ecies V ariance A ccuracy Reliability
Adh Adhnt 35 Q 457 3 65x 10" 3 Q 264 4 1 000 0O
Adh® 35 Q 543 3 65x 10 3 Q 2225 1 0000
EsD EsD? 35 Q 314 317x 1078 Q 358 6 Q 994 7
EsD® 35 Q 686 317x 10 3 Q164 1 1 000 0O
E ES 35 Q 071 9 70x 10" 4 Q 4387 Q7330
S
ES 35 Q 929 9 70x 10" 4 Q067 1 1 000 0
Pai Pgit 35 Q 200 2 35x 10" 3 Q 484 8 Q 960 6
|
g Pgf 35 Q 800 2 35x 10" 8 Q1212 1 000 0
6-Pgd® 37 Q 297 2 90x 10" 3 Q3626 Q9940
6-Pad 6-Pgd’ 37 Q 216 2 35x 103 Q5478 Q 9736
K 6-Pgd® 37 Q 351 3 16x 10" 3 Q03203 Q9971
6-Pgd® 37 Q 135 16x 10 3 Q05926 Q 908 9
Mbi 1 M pi- I~ 37 Q 162 1 89x 10" 3 Q 5367 Q9371
i
P M pi- 18 37 Q 838 189x 10 8 Q 103 8 1 0000
2
Table 2 The estinated value of gene frequenciesof viscera and muscle allozyme loci in CH-G
: Sanple Gene . I
Loci A llele number frequencies V ariance A ccuracy Reliability
Adh Adhnt 40 Q 538 319x 10" 8 Q02100 1 000 0
Adh? 40 Q 462 3 19x 10" 8 Q2440 1 000 0
EsD EsD” 40 Q 300 2 69x 10" 3 Q3458 Q 996 1
EsD® 40 Q 700 2 69x 10" 3 Q 148 2 1 000 0O
ES 40 Q 087 1 02x 10 2 Q7342 Q8260
Es ES 40 Q 800 2 05x 10" 3 Q 1132 1 0000
ES 40 Q 113 128x 10 8 Q 6332 Q 8859
bai Pgit 40 Q 587 3 11x 10" 8 Q1900 1 000 0
|
g Pgf 40 Q 413 3 11x 10" 8 Q2700 Q 999 8
6-Pgd" 40 Q 188 1 96x 10 3 Q 4710 Q 966 0
6-Pad 6-PgcP 40 Q 263 2 48x 10" 3 Q 3787 Q 976 2
9 6-Pgd® 40 Q 288 2 62x 10" 3 Q3555 Q9950
6-PgcP 40 Q 250 2 40x 10 3 Q 3919 Q 989 2
M pi- 1 M pi- I A 40 Q 287 2 62x 10 3 Q 356 7 Q 9949
i
P Mpi- 18 40 Q 713 2 62x 10" 3 Q0 1436 1 000 0
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Fig 1 Treediagran for 21 quail populations
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Table 3 The average heterozygosity of genes in 21 quail populations
W ild population Domestic population Domestic population
Everage gene Everage gene Everage gene
Name heterozygosity Name heterozygosity Name heterozygosity
w085 Q1341 CH-KP Q03392 NS-1 Q 3194
WSHI Q 1534 CH-G Q 4148 K-FR Q3329
W K82 Q 2019 SZOR Q 336 2 K-ES Q 3836
W K83 Q 152 5 BNN Q0 3352 SC-J2 Q3345
W K84 Q 1533 NKG Q3339 UBC-J Q2770
W K85 Q 170 5 SZK 03241
W K86 Q0 1991 FRA 2 Q3450
W H89 Q 169 2 GIANT 0 3508
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Genetic diversity of quail populations

ZHENG Hui-ling', CHANG Hong’, AK 10 SANO*®
(1 College & A nimal Sciences and V eterinary M edicine,N orthw est Sci-Tech U niversity o A griculture and Forestry, Yangling, Shaanxi 712100, Ching;
2 College & Animal Sciences and V eterinary M edicine, Yangzhou U niversity, Yangzhou, J iangsu 225009, China; 3 Gif u U niversity, Gif u, 500, J apan)

Abstract: U sing allozym e electrophoresis technigue, genetic diversity of wo quail populationsw as de-
tected T he average number of alleles per locus in two quail populationswas 1 87 The percentage of poly-
morphic loci is 60%. Quoting forigen research results, the standard genetic distances anong quail groups
w ere caculatedw ith gene frequenciesof 7 polymorphic loci, and cluster analysisw as donew ith the standard
genetic distances It was showed that wild quail groups and domestic quail groupsw ere clustered repec-
tively. Therew as gpparent difference betw een giant and normal groups Itw as found that the genesof M pi-

[°,M pi- I° and o-Gpd® w ere existed uniquely inw ild quail populations T he results indicated that the av-
erage gene diversity (H)of wild quail populationsw as low er than that of domestic quail populations Itwas
significant for defining the relationship betw een domestic and w ild populations
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