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Molecular M echanism of Plant Drought Tolerance

o 1 o 1 . . .2
GUO Wei-dong , SHEN Xiang , LI Jiaxui , ZHENG Xue-qin
(1. Department H orticulture N or thwestern A gricultural University, Yangling> Shaanxi 712100, C hina)

(2. National K ey Biotechnological Laboratory for Tropical Crops, Danzhouw,H ainan 571737, China)

Abstract: Plant could adapt water stress through osmotic adjustment, desiccation
protection and metabolic changes. Under slight stress condition, osmotic adjustment
plays the role. With more severe stress desiccation occurs, Accumulation of desiccation
protectants such as LEA ( Late Embryogenesis Abundant) protein and sugars avoids
damage of biomacromolecules, especially membrane system in some extent. Long time
mild water stress may change plant metabolic pathways, which is useful for plant to
adapt stress conditions. T his paper reviews the proceedings of gene expression and regu—
lation in relation to osmotic adjustment, desiccation protection and metabolic changes.
Proceedings of genetic transformation confering drought tolerance is also reviewed.

Key words: plant; drought tolerance; gene; molecular mechanism



