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A Study on Species-Specific DNA Repeats from

Leymus racemosus and Psathyrostachys juncea

Polymorphism among the Species of T riticea

CHAI Shou-—cheng, LIU Dajun, CHEN Pei-du, LI Wan-ong,
QI Lidi, CAO Ming-shu, LIU Jing-yuan
(K ey Laboratory of Crop Cytogenetics of the M inisiry of Agriculiure,
N anj ing A gricultural University, Jiangsu, N arjing 210095, C hina)

Abstract: The abundance and RFLP of 5 DNA repeats, pLr344, pL.r647, pLr426,
pPj205 and pPj605 appearing in various species of tribe Triticeae were tested by South-
ern blot hybridization. T he big differences among species of T'riticeae in abundance of the
five DNA repeats made it possible that they could be used as molecular markers to moni—
tor Leymus and Psathyrostachys chromatins transferred to wheat, barley and rye. Owing
to being more strictly species—specific, pLr647 was particularly recommended for this
purpose. T he evolution of some genera in wheat tribe was also discussed.

Key words: Triticeae; Leymus racemosus; Psathyrostachys juncea;repeated DNA se—

quence



