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Application of DNA Fingerprinting in Population
Genetic Analysis of Plant Pathogenic Fungi
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Abstract Based on the review of the application development of genetic markers
for genetic characterization of plant pathogenic fungi.the application of DNA finger-
printing in population genetic analysis of plant pathogenic fungi is comprehensively re-
ported with the focus on repetitive sequences based DNA markers, and the impact of
population genetics on plant pathology is briefly discussed as well.
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