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Molecular identification of herbaceous peony cultivars
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Abstract:[Objective] This study used SSR markers to distinguish Chinese herbaceous peony cultivars

to lay foundation for rational use and protection of the herbaceous peony resources. [Method)] Herbaceous

peony cultivars were investigated in Heze and LLuoyang,two main herbaceous peony cultivated areas. Based

on quadruple fluorescence capillary electrophoresis, 21 pairs of fluorescence primers were used to amplify

all samples. Microsatellite and Toolkit GenALEx 6. 41 were used to analyze allele number, polymorphism

information content (PIC) and genetic diversity parameters. The molecular ID was then created with num-

bers,case letters and lowercase letters. [Result] A total of 268 varieties were analyzed in central China,the

amount of amplified bands was 613 and the polymorphism information content was 0. 508 —0. 846 with the
average of 0. 707. The Ne was 4. 3240, 315,the Ho was 0. 593 0. 047 and the He was 0. 741 0. 020.

Those 21 pairs of primers can distinguish all the cultivars. [Conclusion) The specific molecular identity of

Chinese peony cultivars was constructed based on 21 pairs of primers,which was of great significance for i-
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dentification of peony varieties, prevention of resource loss and cultivation of new varieties.

Key words: Paeonia lacti flora ; SSR marker;molecular 1D
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Table 1 Genetic diversity of 268 herbaceous cultivars based on 21 pairs of primers

J¥ %5 No. 514 Primer Na Ne Ho He PIC
1 P153 19 7.090 0. 854 0. 859 0. 846
2 K73 20 6. 605 0. 489 0. 849 0. 832
3 P209 15 6.111 0.731 0. 836 0. 823
4 J38 14 5.734 0. 586 0. 826 0. 804
5 C26 14 5. 044 0.602 0. 820 0.798
6 C27 13 5.327 0.336 0.812 0.797
7 J16 21 5.435 0. 400 0. 816 0.793
8 C10 9 5.229 0.731 0. 809 0. 780
9 J30 14 4. 842 0.707 0.793 0.768
10 C15 8 4.178 0. 857 0.761 0.731
11 P180 12 3.968 0.667 0.748 0.727
12 K39 9 3.882 0.724 0.742 0.702
13 J12 9 3. 806 0. 386 0.737 0.701
14 K21 8 3.738 0.623 0.732 0.698
15 P20 7 3.397 0.783 0.706 0.674
16 J36 8 2.968 0.209 0.663 0.635
17 C9 9 3.053 0.553 0.672 0.634
18 J28 7 2.504 0. 985 0.601 0. 549
19 C19 7 2.448 0.111 0.592 0.527
20 J29 8 2.548 0.523 0. 608 0.517
21 K116 8 2.407 0. 607 0.585 0.508
{8 Mean 11. 381 4,324 0.593 0.741 0.707
FrifE R SE 0.975 0. 315 0.047 0.020 0.024
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Fig. 1 Amplification genotypes of primer C9 in four cultivars
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2.2 268N AH MBS FHMIENME C27.C10,J30,C15,P180,K21,J12, K39, P20, C9,
BXT BN RS T I A B 136.J29.J28.C19. K116, L4 C26 4 i3 B ga
B — L B O3 iE 2 A B AR . ARBESE T 21 X5 505 20, W B A 0L 3% 2. 268 ANAT 2 i Bl Y B 1 3iE
Y HE B . P153, K73, P209,J38,J16,C26, L3 3,
&2 3|4 C26 B H AN M 4D
Table 2 Codes of all amplified bands in primer C26

i i 7 i1 iy 7 i % iy 7

Code Patterns Code Patterns Code Patterns
0 — E 382/382 S 392/398
1 372/378 F 382/388 T 392/400
2 374/388 G 382/396 U 396/396
3 378/378 H 384/384 \% 396/398
4 378/382 I 388/388 W 396/400
5 378/388 ] 388/390 X 396/404
6 378/390 K 388/396 Y 398/400
7 378/392 L 388/400 Z 400/400
8 378/400 M 388/402 a 400/402
9 378/402 N 388/404 b 400/404
A 378/412 O 390/390 c 400/412
B 380/380 P 390/400 d 402/404
C 380/400 Q 390/402
D 380/402 R 392/392

W — AR RARY YA A,
Note: —means non-amplified SSR pattern.
x3 268N HMIKFMIERE
Table 3 Molecular ID of 268 herbaceous peony cultivars

%5 P 5 ik EIRe TR B OHE

No. Cultivar Molecular 1D No. Cultivar Molecular 1D
1 FHil4 2 Xueshanhongxing 12fH3YcHVCQ5DL53D2ES8 135 ZR#PHAl Zhushapan eEI7Y3ZE3D7ACFEHF2858
2 j4: & Cangjinge 0072YX;E9K7B2DEHK20G5 136 #4E404E Pantuoronghua EIG8Y3UEAQEACDEHH2B58
3 P4 Zhongshenghong 2ED7ZRTPV]BBCD5HF2858 137  ¥31& Fenta eR47YU3JED525BHHD2858
4 99-10 380ORKFDNFDC1A5HI33857 138 M1 Liuyehong fEL5Y3YN2DAGSEEBF2818
5 F %4 f£ Furongjinhua 67kXZUVJ8CR25FTHO3ES8 139 i H21 Biandihong {EL7Y3YN4DAS5SESHD2857
6 H % #% Baiyupan 6823PWTF3023GBBBG2E18 140  J} R Danfeng g27Z50CKOVJL52KE4F2818
7 H:#%; Shengsiling 6883P8VOEO24GBB302AB8 141 Piisk % Shitouzi gED2YPMF9KBA4C51F2817
8 ok Xiaguang 6aA8Y3TP9I31261B02A18 142 Zif 10 B0 Donghaixiangyang h2d7 TP4JFCSB7L5HF2857
9  4RilZ1 18 Yinbianhongge 6bSELU3SNVEE4D6EKO3EF7 143 R4 & Tianshanhongxing h2fH3YYHVCB5GL5372E55
10 PYJifi 2% Xishilan 6c833WTPSO2AGBBHO6EAS 144 W 4L Zaohong h2M4T73FFKBSGKHIL.J3467
11 J8 H BE41 % Xurizhaohongyan 6ESW3UVF8N74GBB3028B8 145  HAZEER Heixiugiu h2M6 TPTFIKB52D5BJ2057
12 1A Wawamian 6YOD3W3JED211F1703E58 146 H %% Moziling h4D2RPcFUKO5SGLHHJ2E17
13 FAEA Yuhuashi 704aYbjKAD580DAHO28G9 147 K 2541 Changjinghong h8EHP33AADCAGLAH]J2857
14 1= % Haiyunzi 70E0YO0ID8D025PIHG2FG7 148  #t1l 5 Huguangshanse h8iXPUVJ8CR25FIHF2E58
15  4IHi#4 Hongpaocangiin  712KOZOEVK75LHHLS20G0 | 149  H¥i% Meiguiz hAOWOO03C8DC2CFHH]2757
16 H % Baiyuanzi 71d00aeKVC740KEHG28G7 150 7R Jeik % Chilongxiancai hAOWO33C8DCIGFH3J2E57
17 fliM41 Quyehong 7581a83FVO72JMHHO038A7 151  £L3) Bk Hongyugiu haOX80S4DIC2FBAHJ3A57
18 17K ¥ # Hushuidangxia 75N4R7YHVKIBALAH02844 152 KJE Huoju haOXY0XCADCAGBHLJ2E57
19 99-1 782811DPPO26 A151638D8 153 ¥ %4 % Lantianbiyu hc4X8U3JED59GFAHF2858
20 # A4 Zaoyuanhong 7883PWTF3023GBBE02E48 154 ZL{E#2#F Honghualushuang  hcOX833CEDC2IFAHF2857
21 R HREE Yinlongtanhai 78F80O8TJ8D535BAK02EBS 155 4R JE# Chuezhanchi hE58YV3N9S64CFEBF2D56
22 998 7G6QUNJIFN2NAASMO35D8 || 156 40 £% 4 5k Hongpanjingiu hE7KP46DG6744 DIHF2858
23 99-6 988NFFBANPS785HIL.22A28 157  WEASAE Dielianhua hEH8YV30OFS64CFEB02E57
24 99-3 9IEIR3IWR60DICJ613C25D8 158  ZL X3P Hongfenghuanyu hEIVYY3DFK7GCFIKA2B55
25 LML Yucuihehua A0120bkQ30122K5hP70G9 159  #& g Canglong hEKXY3VA3H92GBHH]2857
26 fEZL Yahong A8100bjP01332651J28G9 160 K= 4 Qingyunhong hEOXY33C3DC4AFALJ2E57
27  HAEJE E Wuhualongyu AcIV833DFK71JCEMO03B14 161 21 ¥ ¥, Hongmeigui hERGY33EFOESAMHHH2A17
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No. Cultivar Molecular ID No. Cultivar Molecular 1D

28  FHJFL 4L Xueyuanhonghua aE193VTMTL151D6372818 162 T3 7741 Wanshouhong hERWY37NFFEGGMI9L.H2B57
29 gk Ek Wulongxizhu B1TK0ZgB03VISEEHG20G8 163 K41 7% 4 Dahongchijin hROXY3ZCADC2CBEH]2857
30  HaEH4L Yanlihong COAOYZIFFNA4LD50K28G7 164 #X P 41 Zhaoyuanhong HWKHY03AEN9ASMEHF3858
31 #H 4 Zipaojindai C8I600ZE2D74CFI302857 165 k3% Zhuguang ibAXL3YEFDA2GDSH] 2858
32 £41Bk Zihongkui CAO7J33A3DCAAFAH02857 166 AR Mini iEIOUJJKJ471G75G92E15

33 )54 Dongfanghong CE18Z8VM2LCAGFIH72E16 167 £ X5 BH Zifengchaoyang fWKL43NH671GL4AGJ2858

34 A F Liantaizi CE26Z83MFL1ACMFHO02E46 168 21 % &5 Hongxiafeishuang j0Z50OQhOVJNHAH50B28G5
35 S ALJE Zivanfengbo E1D707hGFOBBOO5 HK2007 169 % &4 Zivanfeishuang  j4cARSKMVINHAH5003815
36 & 74 Mochicunjin E2N7TAYFFK2HG85K03E57 170  FH 14 # Xueshanjinhui K84808TPSD535BA6G2E18

37 41 FS Hongmanao e8260UUO2021CBBBD2E58 171 #1451 P Yanzixiangyang Kb98L3YAFH94G6 HKK2EGS
38 K44 Fenyinzhen ESI3Q3UD2K7GADEKA2955 172 K& # Dafugui KD1X3UTNAII97DIHI28CS8
39 HHLLT Meiguihong a75Y4YAB6745D5 HF2858 173 #yEk Fengiu LAO969VPSDC25DAHG2858
40 %47 Haitanghong ea86 YUUO2E284FBHF2858 174 /b4 ff Shaoniizhuang LAOYOWV]2DC25BI3G3E58
41 TR %8 Pingdingzi eAE40O3TISDC2CFHHD2E17 175 %1 Cibai LcOASWV]JEDC2GBAHG2858
42 H B 1L Rizhaoshanhe eAO7003I8DC1CFI3D2858 176 BB Meiguipiaoxiang LU9HdB308K321CEHG28D7
43 P 4E R Duhuakui EEH8ZV30FS14CFEBO3E56 177 5tid#d R Guifeichacui LUOD3W3JUDCOHBIHD3818
44 PkEM R Taohuahuancai EER8a3YE2Q2GADEK02857 178 #7% ¥ ith Heluofenchi NCm1CONHAMBD2BGHD2854
45  $R#£14% Yinhongzhou EJI18Z33D2K714DIB02B55 179 2B 111 BT 15 Shajinguanding P8886UTP8N236BB6D2EDS

46 4L F 2§ Hongmaoju EWOXZWcIEOC8CFAHO03857 180 /2% Chenxi Qc838UTFEO22GBBHK2E18
47 T4 Pingdinghong fInXYW28A8S2FHHHE2858 181  #aH-K Yanyangtian Qcl78WUO3D725BSHD2858
48 I3 M1 Wupengyanbo h27ETAUDVK2ASLHHA2855 || 182 % £ 4% Shuanghonglou QEbIHW9I2DMG2BA0OD36 A8
49 ¥4 % Huangjinlun h2173GTFFO7JG38HJ2ED5S 183 41 % Huahongchonglou QEbBLHWAI2DMG2BA2038D1
50  PEAEWFHL Taohuajiaoyan h57HRA3DVKCAGGHHA2BD5|| 184 48 & ¥k Yinlonghanzhu QTO06323JUDCIGFI9G3358

51  #3k 4 Laolaihong hAEWO3YC8DBIAFH3J2E57 185 B 1l EE )t Kunshanxiaguang  S9E9OW3J8DC22FAHK2818
52 K #4 Changshouhong haEX80Z1DDJ2FBAHJ3E57 186 1% % Xueshanziyu ScODSWVJEDC2IBEHG3E5S
53  MrJE% Fenfurong hc2ZW8WVF80582BB3F2E58 187 fiff 5 Qingwen SDfX303GSD795DCHD2ES8

54 VL4 Manjianghong hc2X8U3FEO23GFIIF3ES8 188 #3 H Bk#E Fenmiantaohua STOD3W3PEDCIIFI3K3658

55  #1.45¥k Hongxiugiu hEEWY03C3DC1GFI13]2858 189 W25 Lanju T2e4ATPOJFCOAGGHHF2818
56  RUH4EN Fengchaochuyu hJGVZV3E2QCAGMIHH2B57 190 W)L Lanhaibibo T2{9TOKHICQHBL5MD2B15
57 4R H Zilianwangyue i2D2TYOFFK7HALS5H]2857 191 3 Bk 2% Fenzhupan T4ZARPKKTJN8JH6HD2814
58 WAEIE % Fenghuazhengmao ibAXL3YEFDA2GDSH]2857 192 JWIS 4 E Yanzhidianyu T579TKNK9IG2AFGFHD2858
59 £ W Honglongnaohai iIEVX383G8B112BH3F2E57 193 £1 8k Wt % Hongzhuyingyu TS5fERYcHVCC4AJHLD2816
60 M4l Wanhong iXYDN6FNSHKG7H51A28D8 194 #5345 Ek Fenpancangzhu TSERYTHVCQB6G5HD2815
61  £175&7% Hongguanfang J823P8SVOEO24GBB3G2EBS 195 I 23 7 . Qingkongwanli T5N4R7cHVKBBGLEH72865
62  99-7 J80850b7AD2MK5HMO3ED? 196 F3 W 3% 22 Fenchidicui T94938VJUD596FAHD2E18
63 [ FFLL Gaoganhong K27H3XTMV]751CA3B2E16 197 #9E Kb Dieluofenchi TAEAP3MISD7 A2FTHD2868
64  HrEIBR Fencuigiu KAE86W3JEDC16BI3G2E58 198  # %% Huangyuzan TaEF83M46DC2GBAHF2A18
65 99-2 KE7RGFQOCL74951322EDS8 199 F 235 Meiju TE79IAZDVK7ACKHHD2915
66  99-9 KEIB3FCGDD77E52H534D7 200 Kb ¥ ZF Dadijiechun TEE4Y1312DC2GFIHD2818
67 994 KN78EKEIPD77]JCHI62898 201 VK7 Bingqing TEf9DYcHICQADKFH72B15
68  RA) & E Zhushadianyu LA490WV]3D532BAID2818 202 RUCM{% 4 Fengyuluojinchi  TEI9ZY3HFCQAAJIH03914
69  PUjiti#y Xishifen LA490WYJ3DB3GBAID2E18 203 B 2L Jinshanhong TEMEYYcDAKBBAK5H72815
70 H E B Baiyulou LcE98W3JEDE22BAHG28B8 204 2 A Meirenmian TEoEZW291.8SGAGFK03B12
71 K¥y#k Dafenlou LcOH8W3JEDC3HFAIG2818 205 %77 /b % Dongfangshaonii TMQS2FOFI9EE29HHEF2B58
72 ¥l bd Fenzhuangyuan LT79383FUN72GFAHD2ABS 206  F g Chunxiao TUfAdK3G8DCS8GJEH72818
73 99-11 MIIB3Md7QN71.255H431D8 207  Bifi Fenhe UE73P3303014GFEBD2916
74  #4xH: Huangjingui P8P8PV3M3JD4CFF572818 208 iR ¥ Chifen UE8H83cMUK24CDA5D3818
75  ZE R Linghuachenyu Qc728UTP2R185FOHG2E1L8 209  FR.O M PH Danxinxiangyang ~ UHOX83cI3DC4GBAHD2858
76 99-12 RFIB4Gd3QO7636 HH232D8 210 B ¥t Fenkui UTFH3UVJTDC2IBEAD2818
77  J25% Chenguang SE9803YA2HIGC6A2]2857 211 15 7z Qiaoyun VeldY33EAD72GBISD2868

78  KitHy Dayefen T1JERYcHVCQ5GKS5L73E15 212 2% Ziling VH74Y33C8N7AGBIHD2818
79  PEFELZT Yingmohong T2d7TPcJFCOSGKHHD2817 213 #k 1t & 4> Taohuaxijin VRF4Y0V]J8D522BH9D2818
80 H L% Baihuazi T5e4RY3JVCOBGJ5HF2818 214  Z¥#E & # Qihualushuang VW74bLZD2HQAGCIHD2EAS
81 MM Zitanshengyan TEMEaP3FVKBBAJHHJ2818 || 215 %86 AT Ziguangxiapei WAOGO03C8DC1CF53F3857
82 B EE Zhaocaixia WRA4AGYO03JED525MH3D3 A58 216 FHWeEHEE Xueyingzhaoxia WAOGO03C8DCICFI3F3858
83  99-5 Xa7R8GWFA67CA75GD2818 217 4 [l Jindaiwei WKjHMYKHJCP8SGHIHD2855
84 404218 Jinxinlanman 3alEc5Z2UO78GLHHD2E18 218 %844 R4 Zirongxijin WREGY0ZCADC8GMIHD2857
85 K I Yulurong 3bFEPUVGAD52IF2HO03E47 219 3 ¥ 22 4 Fenlouxijin WREGY0ZCADC8GMIHD3857




JT WA 45 BE T SSROARICHS v [ A7 24 i A B IR 23 T 5 6 E

95

& 3(4) Contuinued Table 3

E WA Py wE A E Ui

No. Cultivar Molecular 1D No. Cultivar Molecular 1D

86 2Lzl A Hongyunyingri 3XYDN3INSHKG7D5HA28D5 || 220 1% /7 4 Honglingchijin WREHY3HCEDK42FAMD2E57
87 ¥ ¥k Linglongyu 6a7TMYFL1F2762AHH22958 221 K44I Yongshenghong WREHY3ZCADCACBAHF2858
88 g Xuefeng 6c7O8WMT7E6716FA3D2858 222 #1.%§ Hongju WREXY3ZCEDCAGBAHD2EDS
89 1Ly 4l Shanhehong 6EK2Y3YNIBI4A6HKO02E17 223 W4t €35 Taohuafeixue WRmHY03GE9S41LEBD2B58
90 #/MF4r Zhuyehong 6EK2Z3YN9IBI4A6HK02E17 224 #I# € Hongyanfeishuang WWOHY33CEDC2GMHHF3858
91  E A% Gaoganzi 75g4RYKJVCOBGJ5H03817 225  ¥#EH Liantai YZ8PAFNIPNSAFFAHF2A17
92 M4 Ek Fenxiugiu 75iERYOHVC04CJHMO03814 226 £ /P Zifengyu Z3N20OPNO9CB42CI3F2818

93 34T Fuguihong 7ESEBQYPVLLFAK5J03817 227 977K Baiyubing 3Ei83YMHFCQA7FFH03814
94 #yE W Fenyunu 7Em8a33LVMSGALEHS82B15 228 £ {6 B Duohuameigui 5bL2PUTE2NA26B6]02847

95 B ¥y Zhongshengfen 7TFH38VJUD5S9IFAHO3EAS 229  EAEA Yuhuashi 62IH7XTMV]75ICA303A56
96  #fE# Zhaoyuanfen 7TFH3UVJUD521BIH05848 230 Fi¥40 Shuanglinghong 6aA8Z3TPII31261B02E4S

97 LA Hangshao 88KAIURIKN98AK7HO3EDS 231 #5 ¥ Fenlian 6c688WTFEN726 BBHO4EBS
98  yKIlI Bingshan a27H3VMMVL14IDA372A18 232 /NR#EE Xiaotiane 6c8CSWTFEN79HBIH02EBS
99  f7& A Qiaoxiren Ab72PUUPARI186B5H02EAS8 233 L1 4+ Meihongzhengrun  6cIDS8SVFEN72IFIH028B8

100 ¥4 i Fenchijinyu AETHYXOMTJQICL2H72816 || 234 %4774 Zihongge 6EKSI8cNIO9IGAAKO2EAT
101 #%2 41 4F Fenlinghonghua aEIH3YcMUJ74DJHKD3856 235  ##43) Huangheyu 6LL18993MU]J71IDI304E5S6

102 %ﬁfﬁfiiﬂhongpao ASCOOUTNUO41IBZM048A7 236 Ak+ Zhuangshi 75MKR73DVKB5AK5H02855
103 25 35 # 7P Xuegaihuangsha ab2I4 TYUK3K796B6H72815 237  Pk#E T Taohuaxue 7QF5ZU3JED51GBIB03E48
104 L1941 Shanhaihong bbLL5P3YNFDA2GD9IHD2818 238 3504 Jufeng 7VOF3F54UDCSGMHHO03807
105 ¥ M3 #& Lantianpiaoxiang BcFX8U3JED59GFAH03858 239 72 A\ Xiren Ab72PUUPARI86B5HO05EAS
106 15 ¥ Qiaoling bE16YV3M8LI18GFEHD2E16 240 K41 #) Dahongpao AgTXAS5U0AHG2GBHHO2EBR7
107 4%l £ Jinzanciyu bEH3Y330AS64GFEB72B16 241 % = #5 Touyunlan AR82ZUUA80216B6F05C48
108  #y%E 41 ¥k Fenlinghongzhu BEIH3YcMV]J74DJH303816 242 WK E Qundiefeiwu BCI7P3UF30725BBH02E48
109 £ %8 Duoyezi bEL5Y3YN4DAAGDFHD2868 243 25 7%% Huicui BLRW9930VQE4DF9303B48
110 #HHF Zitanxiangyu C8KVP3YN9BI4AG6H02857 244 £ K, Hongleng Ca82787ZFAO2ACFBHO2EAS
111 21 #%:1 4 Hongpansajin CB76YY3L2C7AGDHHD2845 245 Z1 #§ Hongmei EE8VY33DIK7A4MAHO02B57
112 27 Hongfeng Cb7JIDYPF712GE5H02E58 246  4IEE# 4 Hongxiacangiin  EHS8DOPSDVK7BAJAHO3E57
113 £1.454¢ Hongchahua ccFX3U3JEDSAIMAHFE2AS58 247 A 4£ %t Baihuakui FEIHYEKKH5454HEK03855
114 33k 2T Chuitouhong cE8X38VFS8O2FDFBIF2EDS 248 E 48 Yuhualong K6793XTMVL15DD6303E56
115 ﬁjﬁgjfzhengguang CEK203YN2B94CBBK02817 249 ‘& Fuli 3EjW333MVCPS8GFHH72B15
116 Kk #:#%4: Huolianchijin CER8YYZNFF2GCF9K02817 250 B4 Tieganzi 6{X8L30NVHIIG55KK2EDS
117  H M1 Yuezhaoshanhe ChEWY0eJ]3DCALNIH028GA 251 Wi 4L Lihong 6NJ883Y1QHI92F23HG2E17
118 T%i H Wucaiyingri ChG2aZIFXOEAADEHF29G7 | 252  # J4T Qingtianhong BELKIDYN9D11GE5302E58
119 [ M55k Yuanyejingiu ¢TIX39VFUN72GFAHF28D8 || 253  #14: R Hongjingang CbL5I3YNFDA4GESHO5ES7
120 41 % 4 Hongfushi DbaVLOIMCJN1GH5K03815 254 4 £ % Xuanliduocai CE73YV3D2L1A4FFG72E18
121 #id % Yangfleichuyu dd7YSYKMAGKI71A172B14 255 4 BN Jinxingshanshuo CIU8353NQQHSAL9H72E17
122 %1k 4: MW Liehuojingang E2D7TA3SFFKQHGS85K]J2ES58 256 21 8t Hongkui EELWZ3IN4DA15D6302857
123 ZR¥FE 0 Donghaichaoyang ~ E2e7SWcPFOOBGL5H05853 257  fhteh i Foguangzhuying hIIV3YU5QJ72GB5DA2ESS
124 ML) % Heihaibotao E2M4T73FFK254KAMO02E37 258 £ 43K Zijingiu Ta8Ec5Z2UN78GMHHD2E18
125 %4 4 Mozihanjin E4ZUT7YOVKLKA14K03A57 259  RUEE# Fenghuangniepan  7fOEV5cHTCCIGAHGD2815
126 F = #1 Cuiyunhong ead7YU3JAD525FIDF3ES8 260 % Xiaoye Bb82WHIB5723GCHB02617
127 4154+ % Hongyanzhenghui  ea75Y4cEB674CDAHF2858 261  #£39¢% Zifurong c8PXP8UF3KD25BBHF28D8
128 447 Luhong eaF7YU3JAD525FIDF3ES8 262 W 1 Fushi dEj51F5JHBPG2JBHD3818
129 a4 Yulinhong ea0O7Y33I13DCSABEHF2858 263 WS Diewu E81702ME3D725CI1503857

130 BEMEfE Yingxionghua ebAXL3YAFNAGAESIF18ES 264 LA Red charm FloVI0aNASS8G4EH02858
131 #iw§ Yanli ebLKL3YEFNAGGDHK]28D7 265 Wi % Qingying FOSRXVGLMLF1C5IC03E15
132 JHE4E Shengtaohua ebLXL3YAFNAGAEHO0F28D8 266 Ja] K #K Xiangtiange K8I3PWUO3D725BBHG2858
133 it & 4 1 Hudiexijinhua EE78ZY3M9L1ACFIH02B56 267 &)\ Xiezhua O8LAV7PN7KADO57H038D7
134 [n] BH & 4€ Xiangyangqihua EE83Y33EAO2AGFEHE2B18 268 # 4 Hf Huangjindai P8k8QV3IM2JR4CFF372E16

75 1~83 FEAh R [ 1 B 3% BH [ PR 3B 7 5 84~226 £ R B LR & M BE L 5 227~ 248 #EahR A ILZR 0% | 4B b . 7
5 249~258 MR R A LN AR PR PH AL PHR R Gl AR AL P 5 259~ 268 AR iR B AR TR T AL T IX G 0 b AR R AR A

Note:No. 1—83 cultivars were from Luoyang International Peony Garden, Henan. No. 84 —226 were from Caozhou Peony Garden, Shan-

dong. No. 227—248 were from Heze Baihua Garden,Shandong. No. 249—258 were from Heze Aoyang Peony Cultivated Professional

Cooperatives, Shandong. No. 259 —268 were from Wuqiao village, Malinggang town, Peony district, Heze, Shandong.
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