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(# ZE] [HHY B DR R (ORFV) M Ak #k (ORFV-Yulin) B F1L % K 751 . 38 i B dFF IR # %
ik B2L M F1L 8BS . (07 1:] SR A PCR J5 A4 1 ORFV-Yulin #f FIL 4K JEB I 5 J5 6 H 347 75 51 43 B F0i5
ALY AT . P HE ORFV-Yulin #f B2L @& 2K (xB2L) 1 F1L Gt & & K (cF1L) . F B 2 linker %32, @3 ES
PCR J ik #354% ORFV rB2L-linker-cF1L B4 3 (rB2LcF1L) , 4% H 5 B dUFF ARG 5 32 35 3R 1K pBach 3% B4 38
FEB#H AR pBac-rB2LeF1L, 4 pBac-rB2LcF1L A12%E AR 35 . 1R 42 sf9 4 i, i 17 SDS-PAGE, Western-blotting L4
KB 5w T R IR H AN rB2LeF1L f3Rik . K5 R s BE3RA3 T 1 029 bp (9 FIL 2K IR, 1% 58 e FE 4R
¥, 5 FI-MH2015 Bk )5 50 AR AU B e » A2 7 R R 4 25k 1% 1) AH UL PR 43 501 O 99. 090 AN 99. 400 . R G L dr B,
ORFV-Yulin #k 5 XP(KU199840. 1), FJ-MH2015 (KM675409. 1) DA } Shanxi (HQ221964. 1) &k [f] 4k F — 44> %,
PCR §" 14 3K78 7 855 bp 19 cF1L #:H .1 180 bp (¥ rB2L JH K 1 983 bp iy rB2LcF1L R W, MIW M # T pBac-
rB2LeF1L 244, IF A0 3% AR B 9 FFIR PG B . B2L A F 1L SR 3L PR 5 B AR RO 75 R 38 R R M Rk, &k ™
Y4y Biit o 80 ku, HA T/ A FIRE /X W B 40 i 85 32 e b . (45181 ORFV-Yulin ##9 B2L F1 F1L & 15k 5 [
16 B B R 7 R e R IR .
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Co-expression of B2L and F1L genes of Orf virus strain
ORFV-Yulin in baculovirus system
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Abstract: [Objective] This study cloned and analyzed the sequence of F1L gene of Orf virus (ORFV)
strain Yulin (ORFV-Yulin) and its co-expressed B2L and F1L genes in baculovirus system. [Method) The

full-length gene of F1L of ORFV-Yulin was amplified by PCR,and the sequenced gene was analyzed by ge-
netic evolution. The fused gene of B2L (rB2L) and F1L (cF1L) of ORFV-Yulin was amplified by PCR and
the ORFV B2L-linker-cF1L recombinant gene (rB2LcF1L) was amplified by overlapping PCR method

with linker. The baculovirus expression vector pBac-rB2LcF1L was constructed with pBac5 and rB2LcF1L
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to get baculovirus expressing rB2LcF1L gene after the infection of sf9 cells. The expressed product was i-
dentified by SDS-PAGE, mass spectrometry and western blot. [Result] The length of F1L gene obtained
by cloning was 1 029 bp. The gene was highly conserved and had the highest similarity with FI.-MH2015
strain with the nucleotide and amino acid similarity of 99. 0% and 99. 4% ,respectively. The phylogenetic a-
nalysis showed that the ORFV-Yulin strain belonged to a branch with XP (KU199840. 1), FJ-MH2015
(KM675409. 1) and Shanxi (HQ221964. 1). The lengths of ¢cF1L,rB2L,and rB2LcF1L obtained by PCR
were 855 bp,1 180 bp and 1 983 bp,respectively. The pBac-rB2LcF1L vector was successfully constructed,
followed by packaging the corresponding baculovirus. The tandem gene of rB2L and cF1L was successfully
expressed as 80 ku protein by baculovirus expression system and some recombinant proteins secreted into

cell culture medium. [Conclusion] The recombinant B2L and F1L gene of ORFV-Yulin was successfully

expressed in baculovirus expression system.

Key words: Orf virus (ORFV); F1L gene;co-expression of B2L and F1L ;baculovirus;gene expression

E LU (Orf virus, ORFV) XUFR Sy 3 fil f&
Yu btk I8 K2 K 9% B (Contagious pustular dermatitis
virus, CPDV) . J& N\ & 2L 52 il v 8 b R 1 AL e
WL DR RS . ORFV & TR W SRS Ry
59 25 SV B ) B T i TR S R L R
2y 260 nm X 160 nm, #4058 4 WRE 22 IR E5 44 i
TR TN A B . ORFV JE K 21 g K, 24
A 135 MR Orf001 — Orf135, H H Orf001 —
Or f008 & Or f112— Or £135 5 36 I 1] & & 5]
X3, Or 009 — Or f111 gt sk [X 5 PRLAL X4
XS0 ] R B g i 22 Bl OAS TR ) 2R 1, 3R AT A
FT-E A IR T R it & A (Interferon
resistance protein, IFNR) ki 21 iti- B W5 41 itd 4 7% 3l
# N 7 (Granulocyte-macrophage colony stimula-
ting factor, GM-CSF) ., GM-CSF/IL-2 ( The inhibi-
tor of granulocyte-macrophage colony stimulation
factor/interleukin-2, GIF) , CEV-1L-10 (A cytokine
interleukin-10 orthologue, vIL-10) . Il % N K 4 &K
K -F- (Vascular endothelial growth factor, VEGF) .
dUTPase . M EHAANK) EEZ & A, @K
T %454 % [ (Chemokine-binding protein, CBP) .42
ku % 19.39 ku % [1.10 ku % [1.DNA B4 L) K
RNA REMET . HAT, H PRS2 H X% ORFV [#
WF5E 32 AR T 7E S0 R 3 7 L S Y LA R A g it
PEAH SC /) 2 F1 07 T, 4055 0 7 B R S 0 0 sl A G
fy 1L-10 1 VEGF 4§, 515 32 4 2 B A AL ] A £
PEEEH LR R T E H OV _IFNR, GIF, vIL-10
M VEGF 4, LA KR8 RL A 7 A= it 4 4 95 S ) HL
HA e Ry 39 A 42 ku RSN

ORFV G52 S v LA 20 M 5 32 B 1z oy 3 5 AH AR TR
G R R HE A — o AR Y 42 ka BB A H

Or fO11(B2L) H K 4t . L FR Ny B2L 8 H . 2% %
5 T A JEE 1 AL 43 2 — BB A5 B AR e A i K
) Y B 8 7 25 o T) BN 34 R 5 | 9k EEL 40 i ) 4 4 43
FEE L B Tz R T RS R R S5 = R
DL,

39 ku EH RN FIL A . i1 Orf 059(F1L)
FEHE G, F1L 3£ FE K 1 005 bp, it F ORFV & H
A1 ELAR PR ST I R X R A A UE S, R 2k
BN TF] OREV B bk 43 ) il £ 50 5 B B4, 98 J5 i ik
o BE VAR BT K B 3 Fh 558 BT Y 5 9
SR, 2 T Y B R R PR AS SL  FIL R H A 22 ku
FEANE ORFV SR R B A M. &
H e BN a6 & B A ORFV il £ 09 S5t - 1
JEIR B 2 e P I YE - B RE A TN 2] F1L 28 (R 22 ku
BP0 X R FIL A itk Em ™,
IR A R 1 R S 7 A bk £ 8 5
FIL 8 H 455 1% 8 B 208 35 2% 108 19 40 808 7y
Z— REE IG5 R TR NBUAR A R IR
S F1L PR i E A s, WA ZE AR
53R F K 2 80 FL 2 40 i 2 TR R £ T T 3R
(HS) Z AR5 750 15 W B AR A G 2 vl 8 AR
RS ST R A M [ PN b o
ST S DA RS HL N 56 BT AR A O o R A
1912 Wi 55 J7 IH .

R 5 98 1 12 o Bl A Sy It 0T )5 R 4 T 32 T
HAHKYTBR. HACHF OIS iGN HLE
Wi b T DR 55 R v N . TS R A B
FEAERE JT IR0 R HE Y RO BB . PRt F o ol
BT A SR S Y S R e PR AR T PR
HC R B 5 I R b SR e . BT, OR-
FV iy 2 F ZZHUFEILHE B2L M F1L & %78 A A
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VoA R TUE R A AR AR B2L A F 1L A IS [ AE B BUFFIR G 3 R G R 15 3

AR GE AT T o sl I R Rk IR R SR
Bk #H ik pCDNAS. 1, pVAXI S50 g4,
WNE WA B2L B R B9 5 24 i % T 4L ) L%
REmRERE B2L E A R0 B R G R IB N
HE B2 AR B S & . T H B & B 7E pCD-
NA3. 1.pVAXT JFrhL o (9 2 18 HA ACER L 2
BRI AR S B A

BN SN gV S ] S (S AR S
H 50 ORFV-Yulin #k, - 7EFFIRON 75 Rk R 5
i H B2L AR AT T 2GRN AR S ik —
B X ORFV-Yulin # 89 F1L 44K 3 K k175 4% F0
FF 053 A7 - I R AR B R 05 R GExT B2L Ml F1L
HEAT HR IR IR, DU Ay 5 10 6 IR A 0 o7 % i
T il 8 L At o

IR ik

1.1 #
1.1.1 #HAR. Ak 2457 MDBK il B &

FFR 5 75 32 18 & 48 kL pBacs . 2k 1L A9 Bacmid,

Bedb [ 41 2 ORFV #itk#k ORFV-Yulin B2L %t
T # Mk (pGT-B2L) . ¥ i 4 52 55 % R £ 5 Topl0
K ¥ W2 8 9 M. 9 H Marker
(CW0986M) .SDS-PAGE | #£ZZ il (CWO0027A) ,
W 8RR At 4 A ) B A BR 28 | 5 PCRJse i i 71
pGEM-Teasy # {& . PrimeSTAR® HS & f H 8 &
fit . & DNA $2 Bk /] & . DNA Marker, ¥ 11§ A
TaKaRa 2 s JJi 6 DNA /)2 i 41857 & Al DNA
BE I B WCR &L W B OMGA 23 W) 5 41 i 5% G 1251
(Sofast,11103), 1 H # 4/ 7] ; L His-Tag Mouse
(KMS8001) .HRP #ric 8 1l ZFE ¥t Bl —Ht (LK2003),
W B R = A YRR IR ) 5 B 4 i 7 A
SFX-Insect(SH30278.02) , § HyClone,

1.1.2 314&it =M GenBank #& F 1 ORFV
F1L $:HFF5) (GenBank % 35 KU199840. 1) % it
519 1F/1R, FlF¥ 4% FI1L 3, W45 B2L"" A
FIL 500725 5 43 50 ot 5 3R F1 IR % 75 3R 38 5
Yy 2F/2R I 3F/3R, 51 ¥y ¥ g v 3¢ 8 B8 | A5
Hipy 1,

x1 AARFEABNSIMEERFTI

Table 1 Primers and their sequences used in this study
5 4¥) Primer ¥ %1 (5'—>3") Sequence & Use

IF ATGGATCCACCCGAAATCACG FIL %

IR TCACACGATGGCCGTGACC F1L Clone

2F GGACGCTAGCATGTGGCCGTTCTCCTCC rB2LcF1L 15
2R GGGGTGCGGCGCGGGAGGCGACCCACCGCCATTTATTGGTTTGCAGAAC rB2LcF1L clone
3F CAAACCAATAAATGGCGGTGGGTCGCCTCCCGCGCCGCACCCCAAG rB2LcF1L 15
3R GCAGAAAGCTTCACGATGGCCGTGACCAGCAGCCCG rB2LeFIL clone

- 2F il 3R R 90 P i T R0 23 530 Nhe T Al Hind I BYI{3 05

Note: The underlined in sequences of 2F and 3R represent the cleavage sites Nhe | and Hind]ll ,respectively.

1.2 FIL &KEFEKY

FH S DNA $2 BUA 7] & N ORFV-Yulin 5% 4t
4 HEEC ORFV (1) DNA, LA Bt , fi 2 1
M FCRES ¥ 1F/1R #i47 PCR §7315 . PCR [ K &
4 50 pL:5 X PrimeSTAR® Buffer (Mg plus) 10
pL.dNTPs(25 mmol/L) 4 uL, 5|4 1F Fl 1R (25
pmol/pl) 4% 1 L, DNA #i# 4 pL, PrimeSTAR®
HS @R E B A0 0.5 pL, it ddH, O %2 50 pL,
P&t :98 °C 1 min;98 °C 10 5,55 °C 30 5,72
°C 80 s,35 MEH ;72 °C 10 min, PCR ¥ 1%
TR R S R AT L DK A
1.3 FIL2KEBRNZEZTRSH

FH DNA BB a1t 57 & [l iic PCR ™ 9y, 6 H:
5 pGEM-Teasy &G . 54k Toplo KIGAT
A2 S AN PR R 7% AT PCR %7€ (PCR B by 72

J[] B 32 JBCH P A 9 Bk v 36 28 A W)
W B PE SOk Ay 44 4 pGT-F1L, M GenBank H ik Bt
HAth 15 Bk ORFV #E#k (£ 2) 19 FIL 3K 751, F
JH DNAStar 23 Hr AR50 73 2 # bk 53X 15 %2 % 5
R AZ T R R 5 1) 2 1R 1 1) 19 A AL O A At st A
HEALR
1.4 FE&EE rB2LcFIL B PCR i85 pGT-
rB2LcF1L Bt

Sy L pGT-B2L F 1. 3 o 3545 i BH I 5t ki
pGT-FI1L A#ith . 15K 1 h i RBHALL 9 2F/2R
M1 3F/3R, 4354 s B2L @A FL W («B2L) il FIL %
ol B 1 — 70 i 2 R {5 5 IR A A IR Rl G AR A
(cF1L) , R MR R AR P[] 1. rB2L Al cF1L fil 3k
K i) PCR =428 170 35 e W6 5 P VA R 0 )5 o [l e 20
b 3% SR /T 5 #E TRl G PCR 373,
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Table 2

Information of ORFV strains used in this study

R SR e FIL A A5 5 s
Virus strain Country of isolation Year of isolation Accession number Host
OV20 =ARA Ttaly 2001 AY040085. 1 #1 2F Sheep
Jilin 1 & 3 #K Jilin, China 2008 FJ808075. 1 # 2F Sheep
Shanxi 1 [E China 2009 HQ221964. 1 112 Goat
FJ-SL H1[E China 2012 KC568409. 1 113 Goat
OV-HN3/12 41 [E China 2012 KC569751. 1 %42 Sheep
Xinjiang2 #1[E China 2013 KF666561. 1 112 Goat
Xinjiang/SHZ1 H [# China 2012 KF726851. 1 112 Goat
XP 1 [ 48 & Fujian, China 2014 KM675408. 1 111 7 Goat
XD w1 [ ff7 # Fujian, China 2013 KM675409. 1 11 % Goat
sdjn059 H[E China 2014 KP336710. 1 113 Goat
FJ-MH2015 1 China 2015 KU199840. 1 112 Goat
GY-AHF H1[H China 2013 KX029229. 1 11 Goat
Jilin-Nongan F[# China 2011 JQ271535. 1 4% 2 Sheep
NA1-11 H[# China 2011 JQ619904. 1 245 % Sheep
Gansu2010 1 [ China 2010 JX142183.1 47 7F- Sheep
FI L linker 3,813 & PCR §7 1375 PCR %@ X WK R AR A2 5 7] 1.4 3548 2

ORFV rB2L-linker-cF1L fl & 3 R (rB2LcF1L),
A4 PCR §" 38 {& & & 50 pL.5 X PrimeSTAR®
Buffer(Mg*" plus) 10 pul,dNTPs(25 mmol/L) 4
pL.rB2L Fl ¢F1L fili 4 PCR #i# 4 4 pL, Prime-
STAR®HS Eft E R AW 0.5 pL. i ddH, O #b 2
50 pL, PHEFERE K98 °C 1 min;98 °C 10 5,56 C
305,72 °C 70 s .10 A6 FF. RIGH 1 pL fi ik
PCR #¥fE 5 2 Ik PCR MAR . LA 2F #il 3R 2y
I T PCR 9734, )W A& & 2 50 pl: 5 X Prime-
STAR® Buffer (Mg"" plus) 10 pL, dNTPs (25
mmol/L) 4 pL, Bi# 1 pL, 5] ¥ 2F. 3R (25
pmol/pl) % 1 pL. PrimeSTAR® HS ®f E X &
fit} 0.5 pL,jm ddH, O 2 50 pl. $IFE)F .98
C 1 min;98 °C 10 5,55 C 30 5,72 °C 120 s ,35 4~
PEFF ;72 °C 10 min, PCR =¥y 1 1 % B8 i W58 10
AT HL UK A

YIE [M Yk rB2LcF1L 3 |, ¥ H 5 pGEM-
Teasy #HAKEIEG . ¥4k Topl0 K i FF 7 8 52 25 4
Jt L PR IBCEA T Y8 AT PCR %58 (R AR 2 il i o 7%
PRS2 Ik PCRO , 42 IUBH M 1 3% ki 647 Nhe 1
A Hind I XU U] % 5€ J5 2% v 38 28 F0 28 /) I
PR JBORL Ay 44 8 pGT-rB2LeF1L,

1.5 rB2LcFIL EREMRREREZZEFW
Fix

1.5.1 B kAR A & & &K pBac-rB2LcF1L #9

M B pGT-rB2LcFIL HAF AR 95 ¥ 3R 35 80k

pBac5 43 ] Nhe 1 F1 Hind Il BURGYI J5 3% #2 . ¥ %%
A& Topl0 K i #1812 52 25 40 i - Pk 3B AR 1 % kAT

iy

57,
Z

PCR 4" 3% ), 2 B P & % Bk 47 Nhe 1 H
Hind [T BUEGV) 4 G o 558 1E 0 1Y JBTRL 2% v 58 28
O FJI R o R B UKL Ay 44 24 pBac-rB2LeF1L,
1.5.2 R RAFRBAEELE 6 FLANMIIE IR
PL1X10° mL-" (40 M %% JE He il AE KRS R AP 1Y
sT9 A M, BT 27 CREFR 2 b fF 20 M A il 45 B 3k 3
80 AT HEAT e e . I 100 p L TG ML ¥ 5 77 36K
3 pg pBacrB2LcFIL 5 3 pg £k M6 A9 Bacmid &
ST AEREW L s 100 L JC I3 85 57 B B 5 Ll
MR A e YR J5 L GRS I B 1 b IR AT
B 20 min, FBIREBMAR FREM T 9 9400
.27 CTHEE 5~7 d. 56 B AU T WL 5 2
cGFP (1R B1E 0L . 7506 42 40 i35 3 900 LA F s
WO AN BV T 1 mL g0 g AR PLAE
AT . — 80 CRIIRATE,

1.5.3 B2L A= FIL 4% & & sf9 s e 64 kix
5asir o sI9 40 AR 2. 5 X 10° mL ! B 40 i
B T25 Ty T an i BE 2 h 5, A 1 mL i3 5¢
w100 pL P1 AR 3 B 423 T25 Jifh B 5~
7 d R Bt WO A T RN A0 R A A .
1) 20 R PO A R 1 SDS-PAGE _EFEZE iR
K 5~10 min J5, LA 8 000 r/min B> 5 min, B
VE W X AR Y VRORT A0 A Ak B S G RE S
129 /) SDS-PAGE £ il & 41 8 (119 £k 0. U)
HCEBE e b H A R R A R BRI 2 W) HE AT I
A E . FULE R EIRRE 4 SDS-PAGE HiJk
J B B 2 AR AT 4k 2 I (NC D F 20 WA His br2s
P& —dt  HRP dric 9t 2E 410 B 1gG Sy —Hu i 4T
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W L ECL B #EAT B0, 5 7EAL22 R OG0 M Shanxi(HQ221964. 1) Fib F [7l—#E b5 52 1.

Ot M 1
5000bp |
2 LER T
2000 bp
2.1 FILE&KEEK PCRYERFI S 1500 bp
ISR EE I B Yk 45 R (| 1) Bk, e ) & 1000 b
BN 1029 bp A4, 5 FUMEE RA . FFH15 750bp e
Mrgs B 8 7%, ORFV-Yulin %19 F1L & RS, 5 500 bp
#2915 MRS BRI R B9 A ME S 96, 7% ~ 250 bp

99. 0% & KR B AL R 96, 196 ~99. 4%, Hovp

M. DL5000 DNA Marker;1. F1L ]
5 ORFV FJ-MH2015 # F1L F# 91 B i Fi s 3k i v rkers 1L PR S50

M. DL5000 DNA Marker; 1. Amplification product

(AR B /37 - 2 51 99. 00 /1 99. 4%, F1L 3 of full-length F1L gene
By AL A A AT 45 R (B 2) BoR . IZ 5 S & % 3% K1 ORFV-Yulin # F1L %) PCR #3445
#EXP(KM675408. 1) .\ FJ-MH2015(KU199840. 1) 4 Fig. 1 PCR amplification of F1L of ORFV-Yulin

Shanxi(HQ221964.1)
|—_—FJ-MH2015(KU199840.1)
‘ XP(KM675408.1)
—: ORFV-Yulin
FI-SL(KC568409.1)
Xinjiang2(KF66656.1)
sdjn059(KP3367101.1)
GY-AHF(KX029229.1)
XD(KM675409.1)
l_[ NAL-11(JQ619904.1)
OV-HN3/12(KC569751.1)
I— Jilin-Nongan(JQ271535.1)
OV20(AY040085.1)

Jilin(FJ808075.1)

™ Gansu2010(JX142183.1)
Xinjiang/SHZ 1(KF726851.1)

0
2 ORFV-Yulin # F1L B[ i35 1% Bk 46 43 47
Fig. 2 Phylogenetic tree according to F1L gene of ORFV-Yulin
2.2 rB2LcF1L pEEEARY 1 2.2.2 rB2L @&A&EXBEwY 4 @os.rB2L "
2.2.1 cFIL ma AR ey 3 mk 3 alHlLcFIL  $83R45 1 1 180 bp By Jy Bt 5 WU AR A4 . K2l
PR T 855 bp MR BL, S UM A RANST . K4l fLJ5 1 PCR Wik vh 2 Z8 R0 w] T, 45 3L .
5 B PCR 7436 vh 38 28 R 2 w0 Fe 45 R E A .

M 1 M 1

5000 bp
3000 bp
2000 bp
1500 bp
1000 bp

750 bp

855 bp 500 bp

5000 bp

3000 bp
2000 bp
1500 bp
1000 bp

750 bp |

500 bp

1180 bp

250 bp

250 bp
100 bp

M. DL5000 DNA Marker; 1. cF1L K $" 3 7= 4 M. DL5000 DNA Marker; 1. rB2L 3t [H$ 14 7= 4
M. DL5000 DNA Marker; 1. Amplification product of ¢cF1L gene M. DL5000 DNA Marker; 1. Amplification product of rB2L gene
K 3 ORFV-Yulin # cF1L 3£ 1) PCR 9§ 3% K 4 ORFV-Yulin # rB2L # X ) PCR §" 1

Fig. 3 PCR amplification of cF1L of ORFV-Yulin Fig. 4 PCR amplification of rB2L of ORFV-Yulin



6 PE JEAMB R 722 4R CB AR B 4 O 5 46 %

2.2.3 rB2LcFIL oA Weyy ¥ FIH 2. 2.1
f2. 2.2 3R R PCR #EtR 47/l & PCR, k1% H
1 Br (1 983 bp) J5 5 pGEM-Teasy # 4 i% 4% . 4K
Bk pGT-rB2LcF1L, % pGT-rB2LcF1L # 17
Nhe | #1 Hind [l BUEG Y] %8 - 45 R348 1T 3 000 F
1983 bp By Be (I8 5) 5 FUA 45 R AHAT . #51% 0
Rk JEZE A w7, 45 RIE

5000 bp

N

wtl| 3000 bp

3000bp |

5
2000bp | 1983 bp
1500 bp |

..
1000 bp ‘

750 bp

500 bp

M. DL5000 DNA Marker; 1. fiifi pGT-rB2LcF1L
M. DL5000 DNA Marker; 1. The plasmid pGT-rB2LcF1L

K 5 pGT-rB2LcF1L #Y Nhe | F1 Hind [l XLAG) % &
Fig.5 Double digestion of pGT-rB2LcF1L with
Nhe ] and Hind]ll

2.3 pBacrB2LcFIL HERNEE

W 7% PCR %8 7% 1 1 983 bp i v Br (I mg)
545 30, pBacrB2LcF1L #{K% Nhe I 1
Hind I AUV 5 3545 T 6 640 F1 1 983 bp ) A Bt
(W 6>, H KBS B 45 R M AF, B KL pBac
rB2LcF1L I3 %5 2 45 3 1E 1 - 8 B pBac-rB2LcF1L
AR HE R

M. DL5000 DNA Marker; 1. ki pBac-rB2LcF1L
M. DL5000 DNA Marker; 1. The plasmid named pBac-rB2LcF1L
6 B HUMFIR R B #235 HE 40 JFORL pBac-rB2LeF1L 1Y
Nhe I Fl Hind Il SRV % 2
Fig. 6 Double digestion of recombinant baculovirus

expression vector pBac-rB2LcF1L with Nhe | and Hind]l

2.4 B2LFIL MAZEAERBAARBERIEZR
ZHRmRIE

2.4.1 4 ik rB2LcFIL #9 R kAT R B 09 6 3%

¥ JFokE pBac-rB2LcF1L %4y of9 410,27 CHHH 5

d J B a] W0 88 B4R & FE ] cGEP #2635 . 40 i nl i

gr(a 5 (B T IR B 2% LT kA3 T 3%

ik rB2LcFIL @A 2 AR 75

Bl 7 FRkELGE A rB2LCFIL 1Y R HUAF 4R 2
cGFP F:H 13235 (X 200)

Fig. 7 Expression of ¢cGFP in baculovirus expressing
the rB2LcF1L protein of ORFV-Yulin (X 200)
2.4.2 rB2LcFI1L £ sf9 tmpe 44 & &2 SDS-
PAGE %5 R B A5 5% I A MAE b A 1
SRR 257 . PR R 2k 80 ku (& 8), F W fl
A EH rB2LeF1L 15 sf9 40 b8 3] 1T %35 . H %k

S S I 111575 a1 75 @/ 231 P

80 ku

M. 4 Marker; 1. 40 IV 5 2. 20 i ¢
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