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Abstracrt: [Objective] The transcriptional activities of Cyclin family genes (CyclinA, CyclinB, Cy-
clinB3,CyclinE,and CyclinlL1) during development of diapause and non-diapause eggs of Bombyx mori
were studied to provide reference for embryonic development and control mechanism of cell cycle in B. mor-
i. [Method) The total RNA was isolated from 1 — 8 d diapause and 20 h non-diapause eggs of B. mori
(Dazao) and was reversely transcribed into cDNA., The transcription levels of Cyclin family genes during
embryonic development stage were measured using real-time fluorescence quantitative PCR. [Result) All of
the Cyclin family genes were detected in non-diapause eggs. The Cyclin family genes expression levels var-
ied widely at different embryonic development stages. At 1—3 d,Cyclin family genes changed significantly,
indicating that the cell division was frequent at this phase,and it was during the formation stage of tissues
and organs. Expressions of all genes except Cyclinl.1 were low in late embryonic development stage,indica-
ting that the larval organ development was almost complete at this time. Three days after the lay of dia-
pause eggs,the differentiation stagnated at the G2 phase,and Cyclin family genes were in silenced state.
[Conclusion] The Cyclin family genes play an important role in regulation at embryonic development stage.
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Table 1

Primer pairs for real-time fluorescent quantitative PCR and internal reference genes

FEH 4 FR Target gene

5|4 %1 Primer sequence

FEY) K E /bp Length of product

F.:5'-CGGCTACTCGTTCACTACC-3'

Actin3 , , 147
R:5-CCGTCGGGAAGTTCGTAAG-3
F.:5'-CTCTCAACACCCACCTCAC-3'

CyclinA , , 153
R:5-CGCTGCTATTACTGAGGGT-3
F.:5-TTGCGAGACCGATACCTTTG-3’

CyclinB , , 161
R:5-AGATTGCTGCCGCTGCTA-3
F:5'-CATAAAACTCCTTCTGGTGT-3'

CyclinB3 ) ) 131
R:5-TAATCGTCAATAGGGAAAAG-3
F.:5'-CCCAAGACAATCCAGGCAA-3'

CyclinE , , 102
R:5-AGAGGCGAGTCCACCCCA-3
F.5'"TACAAAGGTTTTACTACTCG-3’'

Cyclinl1 119

R:5-GATTACATCTCTTATTCTGC-3'
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Fig. 2 Transcript expression of Cyclin family genes in non-diapause eggs
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Fig. 3 Transcript expression of Cyclin family genes in diapause eggs
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