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Research progress on characterization,function and expression

regulation of ornithine decarboxylase

CHEN Zi-yu, MA Rong,KANG Bo,JIANG Dong-mei,
HE Hui,FAN Ying-chuan
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Abstract; Polyamines play important roles in cell growth, survival and proliferation. Changes in poly-

amine levels have been associated with diseases and aging. Ornithine decarboxylase (ODC) , the first rate-

limiting enzyme in the polyamine biosynthesis, catalyzes the decarboxylation of ornithine to yield putres-

cine. Therefore,ODC can involve in cell proliferation by regulating polyamines amount in vivo. In recent

years,significant progresses have been made on ODC function, particularly in polyamine levels regulated by

ODC, cell proliferation,cancer and regulation of ODC expression. In this review, the molecular character-

ization,function and expression regulation of ODC were described and the future research directions were

prospected.
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