EORVECIN B B IR AR K FF WA BB O Vol. 42 No. 1

2014 4 1 H Journal of Northwest A&.F University(Nat. Sci. Ed.) Jan. 2014
[ 2% Y s [A]  2013-12-25  13:20 DOI:10. 13207 /j. cnki. jnwafu. 2014. 01. 002

[ 2% Y R i Ak - http: //www. enki. net/kems/doi/10. 13207/j. cnki. jnwafu. 2014. 01. 002. html

E LB SIRT1 E R EE A B % 5 K Bz U /8 ffir
MR RIEMEHAR

FEELWR O FLAFRLEF .22 F

(I YLHAE RN BB & BT 1L f At 21001452 M K% Sh Rk 5EOR 2B 1L # M 225009)

(# ZE]1 [EMY 0% CBHEEG SIRTL 3B AR N W & B B B O it J50k: 248 ff b (9 22 8 B, S itt — 25 T
SIRT1 BLR7ERE IR ¥ & B b Ay PR S UL 25 5 kil . K07 i ] SR AR 4 B0 S5, 45 5 00 3f J90 kL 40 I, AR 91 B 42 0% 4
H}<1.5 mm,>1.5~<C3.0 mm, >3, 0~<C5.0 mm,>5. 0 mm 4 /™20, F FH G 8 41 214k % J7 143 7 SIRTL & I 4EA
7] % & B B 9 3 00k 40 B w9 26 3K 2 A7 A gRT-PCR #1 Western blotting 77320 H7 SIRT1 R 7E A [[] B 42 99 10
AANHE T mRNA FEE A R A&, [45R] SIRTL EAEARNF LTI BRI h 3 A KRB EENRMLT .
SIRTI 2 [ ik G F W& ARG Ui rh Rk i I fE AR I Rk 8w . SIRT1 mRNA K HE O 7EAR
[F] BLA% A0 R 3 R SR B A — B 7 AR 1. 5~<C3. 0 mm BRI R A A AR B S T HAM B AR I (P<<0. 01) . (45
WY SIRTL e BRI 7E AN [7] B ot v 1) 22 35 B A LEE T L 5 44 01 31 01 36 & 8 LA W8 7 (0 4 G 1

[XiR] SIRTI B %MKk E

[FE4SES] S828.3 [XHk#rER] A [xxEEHS] 1671-9387(2014)01-0013-05

Expression of deacetylase SIRT1 in porcine different developmental
stages of follicular granulosa cells

LI Bi-xia' ,ZHAO Fang' ,FU Yan-feng' ,REN Shou-wen', WANG Jin-yu®

(1 Institute of Animal Science . Jiangsu Academy of Agricultural Sciences ,Nanjing,Jiangsu 210014 ,China;
2 College of Animal Science and Technology ,Yangzhou University ,Yangzhou ,Jiangsu 225009, China)

Abstract: [Objective] The present experiment was aimed to analyze regularity of deacetylase SIRT1
expression in porcine various stages of follicles,to lay the foundation for the study of SIRT1 gene function
in regulation mechanism of the porcine ovarian follicular development. [Method) Collecting porcine ovary
and separating granulosa cells, granulosa cells were divided into four groups of follicular diameter <(1. 5
mm, >1.5—<3. 0 mm, >3.0—<{5. 0 mm and >5. 0 mm. Localization of SIRT1 protein in different devel-
opmental follicular granulosa cells were analyzed by immunohistochemical method, expression levels of
SIRT1 mRNA and protein in different size of follicular granulosa cells were analyzed by qRT-PCR and
Western blotting, [Result] There had expression of SIRT1 protein in different developmental follicular
granulosa cells. With follicular growth,expression of SIRT1 protein increased gradually . primordial follicles
showed the lowest expression levels,other follicles were the higher expression levels. There had a same ex-

pression trend of SIRT1 mRNA and protein in different diameter follicles,expression levels of SIRT1 mR-
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NA and protein in follicular diameter greater than 1.5 mm and less than 3. 0 mm (P<C0. 01). [Conclusion])

There had a some regularity of expression of deacetylase SIRT1 in different follicles,and had potential rel-

evance with porcine ovarian follicular development.
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Fig. 1

Localization of SIRT1 protein in follicles at different developmental stages

A. Primordial follicles (X 800) ; B. Primary follicles (X 800) ; C. Secondary follicles ( X800) ; D. Tertiary follicles ( X400) ; E. Dominant

follicles ( X 32);F. Local amplification of E;G, H. Negative control (X400) ;1. Negative control (X 320) ; GC. Granulosa cells; TC. Theca cells
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Table 1

Relative expression of SIRT1 mRNA in granulosa cells with different follicular diameters

SIRT1 mRNA %% ik &
Relative expression of

SIRT1 mRNA

P 3 B 4%/ mm

Follicular diameter

SIRT1 mRNA X} £k i
Relative expression of

SIRT1 mRNA

B0 B 4%/ mm

Follicular diameter

<1.5 1.1240.01 bB
>1.5~<3.0 1.2440.02 aA

>3.0~<5.0 0.6720.01 cC
>5.0 0.6440.01 ¢C

T B 5 AR R NG B R 22 7 35 (P<C0. 05) W R AN RS Rk K08 22 F Al i 3% (P<<0. 0D, F K.

Note: Different small letters mean significant difference(P<C0. 05),different capital letters indicate extremely significant difference (P<C

0.01). The same below.
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Table 2 Relative expression of SIRT1 protein in granulosa cells with different follicular diameters

SIRT1 4 [ AR X K38 57
Relative expression of

SIRTI1 protein

GBIl H A2/ mm

Follicular diameter

SIRT1 48 AR 3 3k 5
Relative expression of

SIRT1 protein

BRIl B 4%/ mm

Follicular diameter

<1.5 0.55+0.01 bB
>1.5~<3.0 0.907+0.01 aA

>3.0~<5.0 0.1740.01 ¢C
>5.0 0.1540.02 cC
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