HalE 1Y B R RBR K F 2R A AR RO Vol. 41 No. 1
201341 H Journal of Northwest A&F University(Nat. Sci. Ed.) Jan, 2013

) 4% R B ] 2012-12-21 17.28
[ 2% H4 B b 41k < http: //www. enki. net/kems/detail/61. 1390. S. 20121221. 1728. 015. html

HERMXE HH* 1 S"MFHER SSR £E

CPAL A MR AH R2 AR2E B  BRPE Wik 712100)

(@ ZE] [HMYBETARWEEH I 15 7F 72405/ SSR 4> Fhric ik, M m “H 2% 157K | il Fh ol
BRI BN TR, D7) DLH 4 1572850 O BEAR 3131A A4 AR 3116C A1 il a4 %}, Bl SSR 437
PRICH AR S E 2 15 R 74l B, A 200 X 51 4 v 0 8 L 4 S R 5 RS E MRS 19 SSR 514, I SSR 51 % E Y
“Hae 157 Fh 205 5 A R A 45 R AT LB . D45 2R A6 200 XF SSR B H v, i E th T 2 X A 2% 3¢ Bl Al A Bl AR
Z A TE 3 25 S 51 4 (CB10569 1 Nal2E03) , H %71 I Wi 1 ¢, BT 4 22 Fl & A ACREAR (1 4 55 B M Y . 5k 2 A4
SIYITE 120 #R“H 4 1 574258 R e PR i B 47 B B2 50 1IE , & 3 CB10569 1 Nal2E03 2 Xt 51 ¥ % h“H 4 1 57+
SURE S50 R 82%0.79.5% . SSR FRic iy % 58 45 S 15 1 [ o 48 5 45 R (83000 A — 5, [45i8) B 511y 2 Xt SSR 5]
¥y CB10569 Fl Nal2E03, 0] H F H ¥ B = dh F 1 2% 15 7Bl F 4l BE i %58

[XEim] HERm3E, B4 15808 %50 SSR 4rid

[(FESZES] S634.3047.1 [X#trEmm] A [XEHS] 1671-9387(2013)01-0055-05

Hybrid purity identification of “Ganza No. 1” using SSR method

MENG Qian,DONG Jun-gang, HU Yong-min,[LAN Gang,DONG Zhen-sheng

(College of Agronomy s Northwest A& F University .Yangling , Shaanzxi 712100, China)

Abstract: [Objective] This study established a rapid and reliable SSR method to identify the purity of
hybrid “Ganza No. 1”, which provided an auxiliary tool to improve the field purity of “Ganza No. 1”.
[Method] The purity of Brassicanapus cultivar “Ganza No. 1” was identified by SSR marker,and the re-
sults were compared with the field planting appraisal in order to screen out SSR primers with high stabili-
ty. [Result] Among the 200 pairs of SSR primers screened, 2 pairs of primers (CB10569 and Nal2E03) had
significant and legible differences between hybrid seeds and their parents. In other words, the bands ampli-
fied from the hybrid seeds contained complementary bands of both parents’ specific bands. 120 individual
seeds of “Ganza No. 1” were tested with the selected primers (CB10569 and Nal2E03),and the seed puri-
ties detected were 82% and 79. 5% , respectively, which were close to the result of 83% identified in the
field. [Conclusion) SSR primers CB10569 and Nal2E03 could be used to identify the seeds purity of “Ganza
No. 17,
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Fig. 1 Electrophoresis patterns of selected primers

1. Male line 3116C;2. Female line 3131A;3. F; hybrid gene bulk
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Fig. 2 Selected SSR maps of “Ganza No. 1” verified by primes CB10569

a. Band of male line;b. Band of female line; The arrow show false hybrid seeds;1—36. Field harvest seeds of “Ganza No. 1”
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Fig. 3 Selected SSR maps of “Ganza No. 1” verified by primes Nal2E03

a. Band of male line;b. Band of female line; The arrow show false hybrid seeds;1—36. Field harvest seeds of “Ganza No. 1”
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