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Abstract: Streptomyces bacteriophage ¢C31 is a site-specific integrase, which can catalyze precise uni-

directional recombination between attP and attB recognition sites. It is another focus of site-specific recom-

binase after Cre/Loxp and FLP. The integrase has become a common technique in the field of gene therapy

and genetical modification. This paper mainly describes the mechanism, the integrate sites and the applica-

tion and development prospects in transgenic modification and gene therapy of site-specific recombinase

oC31.
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Fig. 1 Integration of att sites located in different DNA sequence under the action of ¢C31 site-specific recombinase
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Fig. 2 Integration of att sites located in the same DNA sequence under the action of ¢C31 site-specific recombinase
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