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Research on SSR molecular marker indentification technique
of hybrids purity in cabbage
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Abstract: [Objective] The research analyzed consistency of SSR molecular marker technique with field
morphological observation of hybrids purity in cabbage to seek a quick and accurate identification of seed
purity. [Method) We screened out stable codominance banding pattern SSR primers by using SSR molecu-
lar marker technique,identified the purity of Qin’gan 50 hybrids and compared with the result of morpho-
logical observation in field. [Result] There were 1 pair of primers SQ1019 which presented stable codomi-
nance banding pattern among 300 pairs of screened SSR primers; The purity of Qin’gan 50 was 96.3% by
SSR molecular marker using SQ1019;Field identification with its corresponding plant of SSR was 96. 0%.
The results indicated that they were the same for hybrid identification between SSR approach and morpho-
logical assessment,with the consistency rate of them reaching 99. 7%. [Conclusion) SQ1019 is the specific
primer to identify seed purity of Qin’gan 50, the identification between SSR approach and morphological

assessment is the same, SSR molecular marker technique is a quick and accurate method to identify seed purity.
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Fig. 1 SSR pattern of amplified primer
SQ1019 in Qin’gan 50(F,) and its parents
M. DNA Marker; 4. Female parent Y8; 9 . Male parent B6;
F,. Hybrid seeds by manual
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Fig. 2 Qingan 50 seed purity tested with SSR primer SQ1019
M. DNA Marker; 4. Female parent Y8; 9. Male parent B6;1—74. Field hybrid seeds
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Table 1 Consistency between SSR approach and morphological assessment in hybrid identification

I }‘;S&Q-“-I }[‘]
SSR b i 5 52 LML bR B L0 B 55 e R 2

Coding NO- of heterotypic Pattes:}Rifﬁggl:r‘ﬁr%rker yorphologlcal assessment u;tfl‘eld Co;iiz(t'eﬁnc
plant in SSR approach P ’”ﬂ%gﬁ y
Rosette stage Heading stage

8 + + + v

19 + + N;

32 + + + N

35 + + + N

52 + + + N

61 - - - J

64 + + + N

67 + + + N

68 + + + N
181 _ _ N N,
187 o + + X
203 — — — J

A MR B AR A — MR RIS A AAL 0. MR R R 22 Fh A . o/ 2278 SSR At i %5 MR 5 ) 48 8 PR — 30 X 3ROR SSR A
0 % MR ) 4 MRS — B
Note: +. Female parent of Qingan 50; —. Male parent of Qingan 50;0. Hybrid seeds in field. /. Identification result of the field and SSR

were same; X . Identification result of the field and SSR were different.
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