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Abstract; [Objective] The research cloned and expressed Fucosyltransferases (FUT2),to lay the basis
for further exploring the infection process and pathogenesis mechanism of Rabbit hemorrhagic disease vi-
rus. [Method] Extraction genome from rabbit muscle tissue, FUT2 gene was synthesized and sub-cloned
into the pET30a vector, and then the recombinant plasmid pET30a-FUT2 transformed into E. coli. BL21
(DE3). The expression of the recombinant plasmid was induced by IPTG and analyzed by SDS-PAGE and
Western-blot. [Result] The results show that FUT2 gene is 1 044 bp in length,and the molecular weight of
the recombinant protein,fused to his tag,is about 45 ku. [Conclusion] FUT?2 gene is successfully cloned,
and the molecular weight of the recombinant protein is about 45 ku.
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Fig. 1 PCR product of rabbit FUT2 gene
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Fig. 3 Analysis of recombinant FUT2 with SDS-PAGE electrophoresis.

M. Protein molecular weight marker;1—38. The expression products of recombinant FUT2 at 1—8 h. ;9. E. coli BL.21 without induction
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