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Abstract: [Objective] The detection method of CSFV,PRRSV,PCV-2 and PPV is designed by Gene-
chip technique, which is a fast, highly active method for lab diagnosis and epidemiological investigation of
the four diseases. [Method) According to the sequence of CSFV,PRRSV,PCV-2 and PPV reported from
GenBank, the primers are designed. By PCR,the PCR products are obtained which have fluorescence labe-
ling,then genechip cross,the genechip detection method is established,and its sensitivity and repeatability
detected. [Result] The detection method of CSFV,PRRSV,PCV-2 and PPV by Genechip technique is es-
tablished,and the result of detecting the samples from clinical shows that there are 25 CSFV,45 PRRSV,
70 PCV-2,0 PPV,and 18 mixed infections. [Conclusion) The detection method of CSFV,PRRSV,PCV-2
and PPV by Genechip technique is established. The detection method has better specificity, sensitivity and
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repeatability.
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Table 1 Preparation of probe and target amplification primers
9 B 44 TR Sl E ElE/b2]|
Virus Location Sequence
G L5149 Sense 5'-GGAAGGAATACAACCACGAT-3'
CSFV T34 Antisense 5'-CAAATACCTCCTACTGACCA-3'
5 B0 PR TG R 514 Sense 5'-CCGCCGGGTATTTTCA-3'
PRRSV FUE B ¥ Antisense 5-AAGAGTAGCGCCAGGACAT-3'
40 /N B L5314 Sense 5'-GGTGGACCATTTCTA-3'

PPV TUE51 Y Antisense

5'-GGTAACCCATTGT-3'

0 R 1 2 A
PCV-2

5% Sense
FiiF51 49 Antisense

5'-GCGGGCTGGCTGAACTT-3’
5'-GCCCATTTGCTTTTACCACA-3'
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Fig. 2 The sensitive detection of Genechip technique diagnose method by PPV

A—E. Plasmid cope number are 10°,10*,10°,10%,10" /L.
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Fig. 3 Detection result of Genechip for clinical samples
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