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Progress on applications of zinc finger nuclease technology in gene therapy

LI Zhan-wei, WANG Ling, REN Gang, WANG Xin,ZHANG Zhi-ying

(College of Animal Science and Technology , Northwest A& F University ,Yangling , Shaanxi 712100, China)

Abstract: Zinc finger nuclease technology can be used effectively in gene regulation and modification.

A number of recent papers have shown how this technology can be applied effectively to models of human

gene therapy. A variety of human diseases have been treated by gene inactivation or gene correction. How-

ever,few papers focus on how to improve the efficiency of zinc finger nucleases and specificity, minimize cy-

totoxicity. The applications of this technology to human gene therapy and problems were summarized in

this review to provide a basis for related researches.
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— R N LA . ZEN BB — BORr 5 19 DNA J7
G I T8 MR R AL S E 1 A4S DNA BUEE U1 1
(Double strand break,DSB) , #X J5 | A 41 jtd [5 A 19
[vi) 5% o 2 5 3 [R) 5K o i 4 48 A2 L E AT U 0 B
52 NI 3K 385 8 2 s A8 i R 200 3 SO B K iy |
(R, A A TR Tl 2 AR S 5K 56 P 20 8 ) 45 i 11
RORYER T 3~5 8 9. i H B A W& R
PECOT L AJE R I i XU DNA P8 1) B 4
TR0 e 42 . LT ZFN BEfE 78 3 W e o 1R 1)
FEART A, 3 b A . BE A A R B AR i FE RIG 7
A A TR ST FE R IR YT NN O T A
BRI & v 3 A i iy i . H AT, B A
AHARAGE T I AR AE 20 RIG 7 5 T8 B g
W GE AR o E KT o] £ 15 B 48 4% 2 Bl 1 508 R A S
P o SR8 AVR 240 0 75 1 S5 B AF 0 0 b A b. JETLL B
BRL o X B A% TR il A T8 56 XTG4 g It 9 g
772558 00 T B AT 58 4 BR B A7 A8 1 [a) 8 DA
W0 BB R B HOR TR 5 N 2%

1 PR

L1 HEEA
BE48 (Zine finger) /2 7E7E TR 2 DNA 454

[ o0 A S AR B — S B 4

S0 E AR BRI L Zn® 17 16 N 4T B O 0K 9 I

af32 G5k, o Zn® e B AE o WRE RN G B R 18] AT
M BEEH . 5 BEER G 2 A AR A o 1BE C
KU 2 A ARRIE B AR 254 . B FEHE 1Y o
R iEE A DNA XU E i K ye . H—1.3.6 AH R {7
R AR 5 DNA M B AE R RS R
DNA J¥%l | 3 A~ 2 2L, OF 5 2 454, i B 3L
ZRGER R R SE T HRT A A AR B B Y AN T
AL B R 0 B L T DL T A ) GNN
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1HYT WL ZE 45 1 M & 8 L JE ( Amyotrophic lateral
sclerosis, ALS) , Bl ] i 50 2% W , SB-509 ] L Bl o
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R ERS R WG b 294 10 B 4 1
., Porteus A ZFN iR @Ak g2 T
A 41 it v 58 A8 1) 2% 46 %€ 8 H (Green fluorescence
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Wi, 2008 4 7 A, 3 E KA B & BE Maeder 1R
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T LAY HE R 3 A N FR IR, 5 DR o % 1T 5k
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ZFN R AT EEE X,
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)R U S 1 PR ZFN 0 40 B 51k, % S22
L 7E W 5T A [F] S R B 418 HE 22 B 48 A B30 BE AR ()3 452
Z2 AR X ZEN S S 5 DR o) 46 1 208 238 0 52 e . 3
X ERE R RGN, B ER S ZFN & A
P R OG5 DR A R S P R oAU 400 i 7
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