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Appraisal and antibiotic activity research on
two mangrove forest silt ray fungi
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Abstract; [Objective] Two actinomycetes (BH200951,BH200954) isolated from the marine mangrove
mud Beihai were identified,and their antimicrobial activity was analyzed. [Method]) Typical morphological,
physiological and biochemical characteristics of BH200951 and BH200954 actinomycetes were observed,and
susceptibility testing was performed to determine their antibacterial activity. The final total DNA strains
was extracted, with the released strain 16S rDNA amplified, and the PCR amplification results was se-
quenced, the phylogenetic tree was constructed using the neighboring method. [Result] Gao 1 medium,
BH200951 and BH200954 strains grew well,colony color was gray and yellow, respectively, wrinkled colo-
nies,dense solid;optical microscope showed that two strains of aerial hyphae developed,dark gray,mature
growth of Sporothrix; gelatin liquefaction could be made, starch cellulose hydrolysed, milk solidified, but
not frozen;against Staphylococcus aureus, Staphylococcus epidermidis , Escherichia coli » Proteus vulgaris
had good inhibition. Two actinomycete strains were sequenced and compared to be genus Streptomyces, of
which BH200951 was identified as Streptomyces (Streptomyces aurantiogriseus) AY999773 variants;
BH200954 identified as Streptomyces genus Streptomyces Sendai.[Conclusion]) Isolated from marine mud
in Beihai, Guangxi Mangrove actinomycetes strains BH200951 and BH200954 were identified, and its fer-
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mentation products showed significant antibacterial activity.
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Colony morphology of two mangrove mud actinomycetes
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Fig. 2 Two mangrove mud actinomycetes aerial hyphae scanned by electron microscope (X 10 000)
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Table 1  Antibacterial activity of fermentation broth of BH200951 and BH200954

bR 1 B B 42 mm Inhibition zone diameter
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Fig. 3  Phylogenetic tree of two mangrove mud and other related actinomycetes strains based on 16 S rDNA gene
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