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Construction and EST analysis of a suppressive subtraction
cDNA library of Chinese Wild Vitis quinquangularis
inoculated with powdery mildew
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Abstract: [Objective] The study was to construct a suppressive subtraction cDNA library in Chinese
Wild Vitis quinquangular Shang-24 inoculated with powdery mildew and to obtain disease-resistance EST
sequence related to powny mildew. [Method] Suppression subtractive hybridization was employed to con-
struct the SSH-cDNA library of Chinese Wild V. quinquangularis Shang-24 with powdery mildew, using
bioinformatics method to analyses these ESTs. [Result] A suppressive subtraction cDNA library of Chi-
nese Wild V. quinquangular inoculated with powdery mildew were constructed successfully,200 ESTs were
obtained from the SSH library,the fragments were 300—1 000 bp in length. BLAST analysis revealed that
19 ESTs had high homology with known genes in GenBank involved in defense response, stress reaction,
disease defense detoxification and signal transduction. [Conclusion] The ESTs of disease-resistant obtained

from SSH library is the foundation for further cloning grape powdery mildew resistance genes and under-
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standing the molecular mechanism of disease-resistant.
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Fig.1 Detection of V. quinquangularis Shang-24
total RNA of un-inoculated and different times
inoculated with powdery mildew
1. Total RNA from un-inoculated leaves;2—6. Total RNA
from leaves after inoculated 12,24,48,72 and 120 h
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Fig. 2 Detection of the nested PCR of the SSH library of
V. quinquanga laris Shang-24 inoculated
with powdery mildew
M. TaKaRa Marker DL2000 1. Primary PCR product;
2. Second PCR product
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M. TaKaRa Marker DL2000;1—16. Positive clones selected randomly
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Table 1

BLAST results of ESTs from Chinese Wild V. quinquangularis Shang-24 resistance to powdery mildew
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