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SSR makers of apple fruit acid/low-acid trait
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Abstract: [Objective] In order to provide evidence for early selection and molecular marker assisted se-

lection of apple,the titratable acid genetic characteristics were researched by SSR marker analysis and ti-

tratable acid analysis. [Method) The apple hybrid combinations (“Fuji” X “Pinklady”) and 76 F, generation

groups were used to determine the mature fruit titratable acid content, the linked marker was screened by
BSA method and SSR technology. [Rusult] A SSR marker Hi0lelO linked to acid/low-acid trait gene was

screened from 80 SSR primer pairs by analyzing the genetic characteristics of 76 F, generation groups, the

genetic distance was 10. 014 c¢cM. The validity of this SSR maker was verified by F, population hybrid tests

and its genetic characteristics of titratable acid. [Conclusion)] The acid/low-acid trait gene was governed by

a major gene,and Hi0lelO can be used in early selection and molecular marker assisted selection.
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Fig. 2 Electrophoresis results of partial extracted DNA samples
1—21. The material codes; M. DNA Marker
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Fig.3 Primer Hi0lelO in “Pinklady”,“Fuji” ,DNA pool of acid trait and DNA pool of non-acid trait
M. Marker;P. “Pinklady” (4 ) ;F. “Fuji” ($);S. DNA pool of acid trait; T. DNA pool of non-acid trait;

1—38. Acid individuals; 9—16. Non-acid individuals; The specific fragment is arrowed
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Fig. 4 Segregation of specific fragment amplified by Hi0lelO in the partial progeny
M. Marker;1—13,17—26. Acid individuals; 14 —16,27—32. Non-acid individuals; The specific fragment is arrowed
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