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Abstract: [Objective] The study cloned prokaryotic expression of the CDs of dairy goat pituitary-spe-
cific transcription factor POU1F1 gene and analyzed the biological information. [Method) The CDs of goat
pituitary-specific transcription factor POU1F1 gene was amplified and cloned from total RNA of goat pitui-
tary by RT-PCR according to the corresponding sequence in sheep. The biological information analysis was
performed with it. The prokaryotic expression vector pET-32a-POU1F1 was constructed and expressed in
E. coli BL21(DE3)pLysS. [Result] The gene POUIF1 CDs is cloned and registered in GenBank (GenBank
accession No. FJ547813). The ORF of POU1F1 gene consisted of 876 nucleotides encoding 291 amino acids
with a POU-specific (POUs) domain from 124—198 amino acids and a Homeobox domain from 214 —276
amino acids. The nucleotide sequence homology of POU1F1 CDs of Guanzhong dairy goat was found to be
98%,97%,91% and 86% compared with that of sheep (NM_001009350) , bovine (NM_174579) , human
(NM_000306) and mouse (NM_008849), while the amino acid sequence homology was 98% ,98%,96 %
and 92 % respectively. The prokaryotic expression system of recombined vector pET-32a-POU1F1 was con-
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structed successfully. The fusion protein His-POU1F1 was expressed by inducing in wvitro. [Conclusion]

The functional amino acids coded by the gene POUI1F1 are highly conserved in goat, sheep, cattle, human

and mouse, It is implied that the gene POU1F1 in dairy goat shows the same function as it does in other

species.
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