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Abstract: [Objective] The objective of the present study was to study the genetic effects of polymor-
phisms of Hinf | ,Alu ] and Pst ] loci within POUIF1 gene exon 6 on Jianxian Red cattle growth traits.
[Method] POU1F1 gene exon 6 polymorphic fragments were detected by PCR-RFLP technique using 144
Jianxian Red cattle. Association analysis of POULF1 gene exon 6 polymorphism with growth traits was also
conducted. [Result] The results showed that 451 bp PCR products digested with Hinf | demonstrated pol-
ymorphisms. Moreover, the frequencies of allele AA, AB and BB genotype of Jiaxian red cattle were
0.187 5,0.305 6 and 0. 506 9,accordingly,the frequencies of allele A and B were 0. 340 3 and 0. 659 7 re-

* ek HI] 2008-07-08

[(H4eWH] EE 863" ESH AV S K EITRT H (2006AA102197) ; E K A RFH¥:I 4 H (30771544) ; B K FBH 5 32 #3121 551 H
(2006BADOTAL0-5) ; BEPE 4 “131157 B4 61 3 T8 T & 30 H (2008ZDKG-11) ; ] 5 45 & iift 5 1 1% £ A ®F 5% 3+ % w1 5
(072300430160)

(EHRAT HEFA979—), B s, BU%, el 1+, EENF Y s TS L.
E-mail : guoyul025@ yahoo. com. cn

CEEEHR] B 22955, B e pie N 842 LA, FBENESTFAEYHE RS Y sE TR,
E-mail : chenhong1212(@263. net



44 P JE AR MR K222 4R (A SRR 2 B 937 &

spectively. The homozygositiy, heterozytosiy, the effective allele numbers,and PIC value of POUIF1 gene
exon 6 Hinf ] locus were 0.551 0,0.449 0,1. 814 8 and 0. 348 2 respectively. As this locus belonged to the
middle polymorphic index,it was suggested to be an effective evaluation parameter for studying genetic re-
source. However, no polymorphism was found at POU1F1 gene exon 6 Alu ] and Pst I loci. The correla-
tion of Hinf I polymorphisms of POULF1 gene exon 6 and growth traits was analyzed and the result
showed that there was significant relationship between Hinf I polymorphism and body length (P<C0. 05).
The individual with genotype BB had longer body length than the individual with genotype AB and AA,
suggesting the allele B had significant effect on body length of Jianxian red cattle. [Conclusion) The geno-

type BB was significantly correlated with the fine performance and the selection of the allele B was better

for the improvement.
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Fig. 1 Electrophoresis of the PCR products of
POUI1F1 gene exon 6 in Jianxian red cattle

M. DNA Marker DL.2000;1,2. POU1LF1 gene exon 6 PCR products
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Fig. 2 Electrophoresis patterns of the
POU1F1-Hinf ] loci in Jianxian red cattle
M. DNA Marker DL2000;1. AA type;2—4. AB type;5. BB type
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M. DNA Marker DLL2000;1,2. AA type
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Fig. 4 Electrophoresis patterns of the
POU1F1-Pst | loci in Jianxian red cattle
M. DNA Marker DLL2000;1—3. AA type
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Table 1  Genetic diversity of POUL1F1 gene exon 6 Hinf | ,Alu] and Pst | loci in Jiangxian Red cattle

£ FL R B3 % Genotype frequency LA H I R Geno frequency

Locus AA AB BB A B
Hinf [ 0.187 5 0.305 6 0.506 9 0.340 3 0.659 7

Alul 1.000 0 0. 000 0 0. 000 O 1. 000 0 0. 000 O

Pst [ 1. 000 0 0. 000 0 0. 000 O 1. 000 0 0. 000 0

(A= (=R IR L5 & ZEFEEE R 55 A TR A AL T 5
Locus Homozygosity Heterozygosity PIC Ne y* value
Hinf 1 0.551 0 0.449 0 0.348 2 1.814 8 A7 Disequilibrium
Alu | 1. 000 0 0. 000 0 0. 000 O 1. 000 0 A5 Equilibrium
Pst [ 1.000 0 0. 000 0 0. 000 O 1.000 0 A5 Equilibrium

2.4 POUIFI EFAE 6B FEETREERKE M OB KT BB K& 555681

BHRBEXSH TJo i A 5 (P>0. 05) ; BB K A R KK 3 5
AH 43 M7 22 B L AS [R) 6 PR A 5 95 BL 4 A= R i TR T AB A1 AA JEHBIAS AR (P<0.05) (3R 2),
X2 POUIFIERZE I ETFEFBELERKZEERNEXDHT

Table 2 Correlation analysis between POU1F1 gene exon 6 patterns and different growth traits

FE 7 A/ em MR/ cm B £ 56 / cm Jfa FEl / cm
Genotype Body length Withers height Hip width Heart girth
AA R (n=27) AA genotype 148.96413.63 a 125.1146.13 45.6144. 41 178.0949.08
AB #1(n=44) AB genotype 148.17410. 66 a 125.9045.79 44,624+3.09 179.0747. 54
BB %I (n=73) BB genotype 153.254+8.98 b 124.7344.67 44, 8843.74 177.9248.93
e st
Lo Rk /em T em (i1 em A B/
Genotype Rump length e tat | vannon Body weight
hip cross circumference
AA I (n=27) AA genotype 47,5047, 25 26.0045. 35 16.71+1. 31 440. 44+£74.19
AB #I(n=44) AB genotype 48.45+3. 34 24.77+3.64 16.95+1.17 441.53+56.72
BB % (n=73) BB genotype 48.404+3.75 24.77+4.96 17.26+1.03 451, 43+62.37

TE : A 1B 5 b3 R Rl /NG 50 35 3R 28 57 ik 3% (P<<0. 05)

Note: Means with different small letters show significant differences (P<Z0. 05).
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