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Abstract: [Objective] The study was to detect genotype of extend spectrumf-lactamase in pathogenic
Enterobacteriaceaes,and to study the inhibitive effect of Tazobactam, a B-lactamases inhibitor (BLI).
[Method] For five Enterobacteriaceaes tested for ESBLs by double-disk method, two primers were designed
and synthetized: TEM-land SHV-1, ESBLs gene type was amplified, sequenced and analyzed by PCR; the
minimal inhibitory concentrations(MICs) of Cetiofur combined BLI-Tazobactam to the five Enterobacteri-
aceae according to different proportions were carried out with two fold dilution method. [Result] The pro-
ducd bacteria ESBLs were amplified TEM type ESBLs fully,but no SHV type ESBLs;the minimal inhibito-
ry concentrations(MICs) of BLLI-Tazobactam combined Cetiofur according to different mass ratios (1 : 1—
8 : 1)to the ESBLs bacteria reduced sixteen times compared with Cetiofur. [Conclusion] OESBLs bacteria
have not transmited resistant gene through plasmids; @ The production of ESBLs has no relation with ani-
mal genus; @) The BLI-Tazobactam has better activity to inhibit ESBLs.
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Table 1 Percent identity about sequences of ESBLs

1 Bacterium T-1 T-2 T-3 T-4 T-5
T-1 — 25.7 25.8 100. 0 23.2
T-2 350.0 - 99.9 25.7 23.0
T-3 421.7 0.1 — 25.8 23.1
T-4 0.0 350.0 421.7 - 23.2
T-5 350.0 350.0 350.0 350.0 —

TE— DL BB o R I 23 5, — DU Bl 28 e

Note: data above— are Percent Identity,data below — are Divergence.
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Table 2 MIC of Cetiofur and Cetiofur combining BLI-Tazobactam sodium to Enterobacteriaceae producing ESBLs

BLI-fily 1 [ 45 64

m G HIBEN) + 2 (BLI-th s B 385 )

fﬁ]% j\-%@'%% Tazobactam Cetiofur/ Tazobactam sodium
Bacterium Cetiofur R —
sodium 1:1 21 3:1 41 5:1 6:1 71 8:1

T-1 10 >128 5 5 5 5 5 10 10 10
T-2 40 >128 10 10 10 10 10 20 20 20
T-3 80 >128 5 5 5 5 5 5 5 5
T-4 80 >128 20 20 20 20 20 20 20 20
T-5 64 >128 10 10 10 10 10 20 20 20
Cesoor 0.4 160 - - - — - - — —
Csssas 0.2 80 — — — _ _ _ _ o
=" RME .

Note:“—"no test.
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