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Sequence analysis of ribosomal protein gene of phytoplasma
associated with Chinaberry witches’-broom in Hainan Province
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Abstract: [Objective)] The study analyzed the phytoplasma rp gene of Chinaberry witches'-broom
(CWB) samples which were collected in Danzhou of Hainan Province. This study can differentiate and clas-
sify phytoplasma of CWB from subgroup. [Method) Universal primers(rpF1/rpR1) for phytoplasma ribo-
somal protein gene were used to amplify DNA samples extracted from infected Chinaberry tree, then the
amplified fragment was sequenced and analysed. [Result] A 1.2 kb or so fragment was amplified in DNA
samples extracted from diseased chinaberry tree samples, but not in those extracted from healthy plants.
Sequence analysis of the amplified fragment indicated that the amplified ribosomal protein gene fragment
consisted of 1 240 bp,containing part of »ps19,rpi22 and rps3 genes. It had the highest sequence identity

(99. 9%) with chinaberry witches’-broom phytoplasma strain Guizhou. Homologic tree constructed by a-
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nalysis of ribosomal protein gene nucleotide sequences from 19 strains of phytoplasmas showed that China-

berry witches'-broom strain CWB-Hn, Vietnam chinaberry yellows, Chinaberry witches'-broom strain
CWB-GZh,Chinaberry witches'-broom strain CWB -WSh clustered in the same clade. [Conclusion) This

article reported ribosomal protein gene nucleotide sequences of Chinaberry witches'-broom phytoplasmas

strain CWB-Hn, Chinaberry witches' broom phytoplasmas strain CWB-Hn belonged to subgroup 16Sr [ -B.
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Fig. 2 Homologic tree constructed by analysis of ribosomal protein gene nucleotide

sequences from 19 strains of phytoplasmas
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