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Abstract: [Objective] The study clarified the molecular genetic relations of major races and epidemic
strains of Puccinia strii formis f. sp. tritici in recent years in China. [Method) Amplified fragment length
polymorphisim(AFLP) was used to fingerprint the dominant epidemic strains in rencent years,especially,
Shuiyuanll group of Puccinia strii formis {. sp. tritici, the pathogen of wheat stripe rust,compared to the
result of virulence characterisc of pathogen. [Result] (1)genetic diversity of both virulence and fingerprint
characteristic existed in the pathogen populations,but there was not significant correlation between the two
characteristics; (2) according to AFLP cluster analysis, different pathotypes in shuiyuanll group didn’t
share close evolutionary relationships and they evolved independently. [Conclusion) Thus the new patho-
types might be developed from those earlier strains with the same origin and AFLP is very suitable for ge-
netic analysis of pathogens and it can objectively reveal evolutionary relationships among the different
races.
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Table 1 Toxic characteristics of Puccinia strii formis {. sp. tritici
RV L <311 P RRAE b/ RN L <37 B PEFEAE
Serial Race type Virulence characteristic Serial Race type Virulence characteristic
1 CY22 1,2,3,4,6,7,8,9,10,11,13 7 SU4 1,2,3,4,6,7,8,9,10,11,13,14,16
2 CY24 1,2,3.4,6,7.8,11, 8 SU5S 1,2,3,4,5,6,7,8,9,10,14,16
3 CY29 1,2.3,4,5,6,7,8,9,11,12,16 9 SuU6 1.2,3,6,7,8,9,10,11,14
4 CY31 1.2,3.4,5.6,7.8,9,11.12,14.,16,17 10 Su7 1.2,3,4,5,6,7,8,9,11,12,14,16
I~ C
5 CYs2 P 0 TS AR L A2 A LGy sy 1,2.3.4.5.6.7.8,9.10.11.12.13.14.16
6 SU1 1,2,7,14 12 T4 1.2,3,4,6,7,8,9,10,11,13,14,15

17 Fh %535 30 W) ¢ 1. Trigo Eureka; 2. Fulhard; 3. {§ % 28;4. B K 2419;5. 4E/R ;6. B dh; 7. By 8. Bl de; 9. FF4& 1 5510, Ju ik 2

11 EE 35512, AR 13513, H15] 655514, /KU 1115, vh P05 16. 3% Ak 10517, I 46,
Note: 17 type differential host: 1. Trigo Eureka;2. Fulhard; 3. Lutecens 28;4. Mentana;5. Virgilio; 6. Abbondanza;7. Early Premium;8. Fu-
no;9. Danish 1;10. Jubilejina 2;11. Fengchan 3;12. Lovrin 13;13. Kangyin 655;14. Shuiyuan 11;15. Zhong 4;16. Lovrin 10;17. Hy-

brid46.
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KA CTAB/SDS ¥ I mAgk s, BU 50 mg
KA IR A e i VR i R 2 WS = IR
JE¥E A 2 mL BELOE T 1 mL A A HE SR R
(50 mmol/L Tris-HCI,pH 8. 03114 mmol/L NaCl;
100 mmol/L EDTA) 78 4318 &) 5 B 60 pl 20%
SDS {#4) )7 »65 C/K# 30 min; Jil 150 pL 5 mol/L
NaCl 5 130 pI. CTAB/NaCl(1 g¢ CTAB ¥ f#7£ 10
mL 0.7 mol/L NaCl #)J5,65 C/K¥ 30 min; & &
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1.2

Vs N 1/10 fRFLAY NaAc, K 5 min, fili38 2 K.
4 'C 12 000 r/min £.0> 2 R 1R 15 min, 25 2 1K
10 min) 5 X F 3, 07 fRAl4R 1 k.4 C 12 000
r/minf§ Ly 10 min; B E 304 BT BIEERI 1/10
YRR 3 mol/L NaAc(pH 5. 2), —20 CiLiE i
0.5~1 h;4 'C 12 000 r/min B> 20 min, 7 7 ;
FHRFR AT B 7000 1 SRR 2~3 W58 2 TG
K OB E T BEA 50 pL EB 1K,
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AFLP 3#r 2 Sk [9. 10 1/ 5y k47, 0T A
Mg, WM E DNA 200 ng, il EcoR T #il Mse
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Fig. 1 Cluster analysis map of Puccinia strii formis {. sp. tritici tested isolates based on toxic characteristics
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Fig. 2 AFLP fingerprint of Puccinia strii formis {. sp. tritici tested isolates
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Fig. 3 Cluster analysis map of Puccinia strii formis {. sp. tritici tested isolates based on AFLP
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