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Ｓ５６ ＡＧＧＧＣＧＴＡＡＧ Ｓ３１８ ＧＡＣＴＡＧＧＴＧＧ Ｓ１０１２ ＴＣＣＡＡＣＧＧＣＴ
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Ｓ８２ ＧＧＣＡＣＴＧＡＧＧ Ｓ３２８ ＧＧＧＴＧＧＧＴＡＡ Ｓ１０１９ ＧＧＣＡＧＴＴＣＴＣ

Ｓ８６ ＧＴＧＣＣＴＡＡＣＣ Ｓ３３８ ＡＧＧＧＴＣＴＧＴＧ Ｓ１０２１ ＧＧＣＡＴＣＧＧＣＴ

Ｓ８８ ＴＣＡＣＧＴＣＣＡＣ Ｓ３４１ ＣＣＣＧＧＣＡＴＡＡ Ｓ１０４０ ＣＣＴＧＴＴＣＣＣＴ

Ｓ９１ ＴＧＣＣＣＧＴＣＧＴ Ｓ３４７ ＣＣＴＣＴＣＧＡＣＡ Ｓ１０６１ ＴＣＴＧＣＴＡＣＧＧ

Ｓ９５ ＡＣＴＧＧＧＡＣＴＣ Ｓ３４９ ＴＧＡＧＣＣＴＣＡＣ Ｓ１０６２ ＣＣＡＴＣＧＧＡＧＧ
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Ｓ１１９ ＣＴＧＡＣＣＡＧＣＣ Ｓ３６４ ＣＣＧＣＣＣＡＡＡＣ Ｓ１０７６ ＣＧＴＣＧＴＧＣＴＣ
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