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／（μｍｏｌ·Ｌ
－１）

Ｐｒｉｍｅｒ
ＤＮＡ／ｎｇ Ｍｇ２＋／（ｍｍｏｌ·Ｌ－１） ｄＮＴＰ／（μｍｏｌ·Ｌ

－１） 犜犪狇m

／Ｕ
犜犪狇ｅｎｚｙｍｅ

１ ０．２ ５ １ １５０ ０．５

２ ０．３ １０ ２ ２００ １

３ ０．４ ２０ ２．５ ２５０ １．２５

４ ０．５ ４０ ３ ３００ １．５
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１ ０．２ ５ １ １５０ ０．５

２ ０．２ １０ ２ ２００ １

３ ０．２ ２０ ２．５ ２５０ １．２５

４ ０．２ ４０ ３ ３００ １．５

５ ０．３ ５ ２ ２５０ １．５

６ ０．３ １０ １ ３００ １．２５

７ ０．３ ２０ ３ １５０ １

８ ０．３ ４０ ２．５ ２００ ０．５

９ ０．４ ５ ２．５ ３００ １

１０ ０．４ １０ ３ ２５０ ０．５

１１ ０．４ ２０ １ ２００ １．５

１２ ０．４ ４０ ２ １５０ １．２５

１３ ０．５ ５ ３ ２００ １．２５

１４ ０．５ １０ ２．５ １５０ １．５

１５ ０．５ ２０ ２ ３００ ０．５

１６ ０．５ ４０ １ ２５０ １
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Ｐｒｉｍｅｒ

`a５′３′

Ｓｅｑｕｅｎｃｅ５′３′

d2

Ｐｒｉｍｅｒ

`a５′３′

Ｓｅｑｕｅｎｃｅ５′３′

d2

Ｐｒｉｍｅｒ

`a５′３′

Ｓｅｑｕｅｎｃｅ５′３′

Ｓ１０ ＣＴＧＣＴＧＧＧＡＣ Ｓ２７７ ＧＴＣＣＴＧＧＧＴＴ Ｓ４８４ ＡＧＴＧＣＧＣＴＧＡ

Ｓ１１ ＧＴＡＧＡＣＣＣＧＴ Ｓ２８１ ＧＴＧＧＣＡＴＣＴＣ Ｓ４９０ ＴＧＴＧＣＣＣＧＡＡ

Ｓ１２ ＣＣＴＴＧＡＣＧＣＡ Ｓ２８４ ＧＧＣＴＧＣＡＡＴＧ Ｓ４９９ ＣＣＣＣＣＴＡＴＣＡ

Ｓ１４ ＴＣＣＧＣＴＣＴＧＧ Ｓ２９４ ＧＧＴＣＧＡＴＣＴＧ Ｓ５０５ ＧＡＣＣＴＡＧＴＧＧ

Ｓ３２ ＴＣＧＧＣＧＡＴＡＧ Ｓ２９６ ＧＧＧＣＣＡＡＴＧＴ Ｓ５０６ ＧＴＣＴＡＣＧＧＣＡ

Ｓ３９ ＣＡＡＡＣＧＴＣＧＧ Ｓ３０１ ＣＴＧＧＧＣＡＣＧＡ Ｓ５１９ ＣＣＴＣＣＴＣＡＴＣ

Ｓ５１ ＡＧＣＧＣＣＡＴＴＧ Ｓ３０５ ＣＣＴＴＴＣＣＣＴＣ Ｓ５２０ ＡＣＧＧＣＡＡＧＧＡ

Ｓ５２ ＣＡＣＣＧＴＡＴＣＣ Ｓ３１６ ＣＴＣＴＧＴＴＣＧＧ Ｓ１００５ ＴＴＧＣＡＧＧＣＡＧ

Ｓ５６ ＡＧＧＧＣＧＴＡＡＧ Ｓ３１８ ＧＡＣＴＡＧＧＴＧＧ Ｓ１０１２ ＴＣＣＡＡＣＧＧＣＴ

Ｓ６４ ＣＣＧＣＡＴＣＴＡＣ Ｓ３２４ ＡＧＧＣＴＧＴＧＣＴ Ｓ１０１３ ＴＧＡＧＴＣＣＧＣＡ
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（
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¡m３　Ｃｏｎｔｉｎｕｅｄｔａｂｌｅ３

d2

Ｐｒｉｍｅｒ

`a５′３′

Ｓｅｑｕｅｎｃｅ５′３′

d2

Ｐｒｉｍｅｒ

`a５′３′

Ｓｅｑｕｅｎｃｅ５′３′

d2

Ｐｒｉｍｅｒ

`a５′３′

Ｓｅｑｕｅｎｃｅ５′３′

Ｓ７２ ＴＧＴＣＡＴＣＣＣＣ Ｓ３２７ ＣＣＡＧＧＡＧＧＡＣ Ｓ１０１５ ＣＴＡＣＡＧＣＧＡＧ

Ｓ８２ ＧＧＣＡＣＴＧＡＧＧ Ｓ３２８ ＧＧＧＴＧＧＧＴＡＡ Ｓ１０１９ ＧＧＣＡＧＴＴＣＴＣ

Ｓ８６ ＧＴＧＣＣＴＡＡＣＣ Ｓ３３８ ＡＧＧＧＴＣＴＧＴＧ Ｓ１０２１ ＧＧＣＡＴＣＧＧＣＴ

Ｓ８８ ＴＣＡＣＧＴＣＣＡＣ Ｓ３４１ ＣＣＣＧＧＣＡＴＡＡ Ｓ１０４０ ＣＣＴＧＴＴＣＣＣＴ

Ｓ９１ ＴＧＣＣＣＧＴＣＧＴ Ｓ３４７ ＣＣＴＣＴＣＧＡＣＡ Ｓ１０６１ ＴＣＴＧＣＴＡＣＧＧ

Ｓ９５ ＡＣＴＧＧＧＡＣＴＣ Ｓ３４９ ＴＧＡＧＣＣＴＣＡＣ Ｓ１０６２ ＣＣＡＴＣＧＧＡＧＧ

Ｓ１００ ＴＣＴＣＣＣＴＣＡＧ Ｓ３５７ ＡＣＧＣＣＡＧＴＴＣ Ｓ１０７０ ＣＡＡＧＣＧＴＣＡＣ

Ｓ１０１ ＧＧＴＣＧＧＡＧＡＡ Ｓ３５８ ＴＧＧＴＣＧＣＡＧＡ Ｓ１０７１ ＣＡＧＴＧＴＧＣＴＣ

Ｓ１０４ ＧＧＡＡＧＴＣＧＣＣ Ｓ３６０ ＡＡＧＣＧＧＣＣＴＣ Ｓ１０７３ ＴＣＣＣＡＣＧＡＧＴ

Ｓ１１９ ＣＴＧＡＣＣＡＧＣＣ Ｓ３６４ ＣＣＧＣＣＣＡＡＡＣ Ｓ１０７６ ＣＧＴＣＧＴＧＣＴＣ

Ｓ１３７ ＡＡＣＣＣＧＧＧＡＡ Ｓ３７８ ＣＣＴＡＧＴＣＧＡＧ Ｓ１０７９ ＴＣＧＣＡＧＣＧＡＧ

Ｓ１４５ ＴＣＡＧＧＧＡＧＧＴ Ｓ３８１ ＧＧＣＡＴＧＡＣＣＴ Ｓ１１２６ ＧＧＧＡＡＣＣＣＧＴ

Ｓ１６８ ＴＴＴＧＣＣＣＧＧＴ Ｓ３９１ ＡＣＧＡＴＧＡＧＣＣ Ｓ１１２７ ＴＣＧＣＴＧＣＧＧＡ

Ｓ１８１ ＣＴＡＣＴＧＣＧＣＴ Ｓ３９８ ＡＣＣＡＣＣＣＡＣＣ Ｓ１２３１ ＡＣＣＧＴＧＣＣＧＴ

Ｓ１８９ ＴＣＣＴＧＧＴＣＣＣ Ｓ４０２ ＡＣＡＡＣＧＣＣＴＣ Ｓ１２３３ ＣＡＣＧＧＡＣＣＧＡ

Ｓ２０２ ＧＧＡＧＡＧＡＣＴＣ Ｓ４０７ ＣＣＧＴＧＡＣＴＣＡ Ｓ１２３８ ＧＴＴＧＣＧＣＡＧＴ

Ｓ２２２ ＡＧＴＣＡＣＴＣＣＣ Ｓ４１１ ＧＴＣＣＡＣＴＧＴＧ Ｓ１２４０ ＴＣＴＧＣＣＴＧＧＡ

Ｓ２２３ ＣＴＣＣＣＴＧＣＡＡ Ｓ４１２ ＧＧＧＡＣＧＴＴＧＧ Ｓ１２４９ ＣＣＧＴＴＡＧＣＧＴ

Ｓ２２５ ＴＣＣＧＡＧＡＧＧＧ Ｓ４１５ ＧＡＣＣＴＡＣＣＡＣ Ｓ１２５２ ＣＴＧＧＣＴＡＧＣＣ

Ｓ２２８ ＧＧＡＣＧＧＣＧＴＴ Ｓ４３１ ＴＣＧＣＣＧＣＡＡＡ Ｓ１２５４ ＧＴＧＣＣＧＣＡＣＴ

Ｓ２３４ ＡＧＡＴＣＣＣＧＣＣ Ｓ４３９ ＧＴＣＣＧＴＡＣＴＧ Ｓ１２７１ ＣＴＴＣＴＣＧＧＴＣ

Ｓ２３６ ＡＣＡＣＣＣＣＡＣＡ Ｓ４４０ ＧＧＴＧＣＴＣＣＧＴ Ｓ１２７４ ＣＡＣＣＴＣＧＡＣＣ

Ｓ２４２ ＣＴＧＡＧＧＴＣＴＣ Ｓ４４３ ＣＴＧＴＴＧＣＴＡＣ Ｓ１２７９ ＡＧＣＣＴＧＧＧＧＡ

Ｓ２４８ ＧＧＣＧＡＡＧＧＴＴ Ｓ４４６ ＣＣＡＣＧＧＧＡＡＧ Ｓ１２８４ ＴＣＴＧＣＣＡＴＣＣ

Ｓ２５０ ＡＣＣＴＣＧＧＣＡＣ Ｓ４５１ ＧＡＣＡＧＧＡＧＧＴ Ｓ１２８６ ＣＣＣＧＡＧＡＴＣＣ

Ｓ２５４ ＴＧＧＧＴＣＣＣＴＣ Ｓ４５５ ＴＧＧＣＧＴＣＣＴＴ Ｓ１２８８ ＴＧＡＧＡＡＧＣＧＧ

Ｓ２５９ ＧＴＣＡＧＴＧＣＧＧ Ｓ４７４ ＣＣＡＧＣＣＧＡＡＣ Ｓ１２９１ ＧＡＣＣＣＣＧＡＣＡ

Ｓ２６３ ＧＴＣＣＧＧＡＧＴＣ Ｓ４８２ ＴＣＴＧＴＣＧＧＴＣ Ｓ１２９４ ＣＴＣＣＧＧＡＴＣＡ
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