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Identification and SSR mapping of stripe rust resistance
gene in Ae. tauschii
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Abstract: [Objective] As the wild relatives of wheat and the D genome donor of wheat, the Aegilops
tauschii has many resistant resources,and it is an important genetic resource in wheat breeding. [Method]
Thirty-eight specimens of Aegilops tauschii originated from different regions by inoculation of fragments
of leaves in vitro were identified, and in field with mixed physiological method the stripe rust resistance
gene was socated in Ae. tauschii with SSR marker. [Result] The results were detested with 2 physiological
race of wheat stripe rust (tiaozhong 29 &.31)by inoculation of fragments of leaves in vitro (detached leav-
es). Nine of them were found immunity to all of wheat stripe rust,five were susceptible to both of the two
physiological race. The results from inoculation on seedling and adult plants in field with mixed physiologi-
cal race were similar to that from the above mothed, just as below, nineteen of them were immunity to

wheat stripe rust (tiaozhong 29 &.31) ,ten of them were susceptible at seedling and resistance at adult stage
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to wheat stripe rust. A dominant wheat stripe rust resistance gene,temporarily designated as YrY212, was

identified in an accession Y212 of Aegilops tauschii. By bulk segregation analysis,{our microsatellite mark-
ers Wmc506,Barc184,Wmc450 and Cfd41 were found to be linked to Y»Y212 with genetic distances of 3. 0,

4.0,7.0 and 20. 0 cM, respectively. [Conclusion] According to the locations of the linked markers, the resistance

gene was located on chromosome 7DS. Based on the chromosomal location and the resistance pattern of the

gene,YrY212 is proposed to be a novel stripe rust resistance gene.
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Table 1 Identification of resistance to wheat stripe rust of Ae. tauschii
B R 2 Y B A2 e 7

Infectiontype FH ] 45 Yy 750

Infectiontype 1] £ e 7

Aoretron of detached leaves oot WA of detached lenves wheat sting s
%29 % 31 in the field #h 29 a3l in the field
Tiaozhong 29 Tiaozhong 31 Tiaozhong 29 Tiaozhong 31

Y121 4 4 4 Aed3 2 03 2
Y122 03 2 2 Aed8 2 0 2
Y124 2 3 3 Y204 0 4 0(APR)
Y125 0 0 0 Y218 0 2 2
Y126 3 3 3 Y219 0 3 0CAPR)
Y168 4 4 4 Y221 3 0 0(APR)
Y169 3 2 3 Y222 3 0 0(APR)
Y176 4 2 4 Y225 0 3 0(APR)
Y178 4 4 4 Y170 0 0 0
Y186 1 2 2 Y189 0 0 0
Y199 3 0 0(APR) Y192 0 0 0
Y205 0 3 0(APR) Y201 0 0 0
Y207 2 4 4 Y206 0 0 0
Y208 2 0 2 Y212 0 0 0
Y220 3 2 0(APR) Y214 0 0 0
Y223 3 0 0(APR) Y215 0 0 0
Ae34 03 1 2 Y185 3 4 4
Ae35 03 2 2 Y2272 4 4 4
Ae38 3 0 0CAPR) "@l‘l’;ﬁé P 1 4 4
Aed0 2 03 2

1 APR Sy BRI TR

Note: APR was susceptible at seedling but resistant at adult plant period.
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Table 2 Resistance of the Y212/Y2272 F, population inoculated with mixed physiological race at seedling and adult stages
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Fig. 2 Linkage map of stripe rust resistance gene

YrY212 on chromosome 7DS
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