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Clone and sequence analysis of cDNA fragment of heat shock
protein 70 gene in the aphis gossypii Glover
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Abstract:[Objective] The study cloned the partial cDNA sequences of HSP70 genes of Aphis gossypii

Glover and studied the features of the sequences. [Method) Cotton aphids of yellow and green type were

collected laboratory and reared for 4—5 generations. After temperature treatment total RNA was extracted

to reserve. According to the conserved regions of other known insects,a pair of specific primers were de-

signed and the RT-PCR method was used to amplify the partial sequences of HSP70 from cotton aphid.

then analyzed the nucleotide and deduced amino acid sequence. [Result] Sequencing results show that the

cDNA fragment was 783 bp in size (GenBank accession No. EU109426). The nucleotide sequence of the

yellow type and green type were the same. It encoded 261 amino acid residues. There was high homology of

amino acid sequence between the cotton aphid and other insects. [Conclusion)] Sequencing result show that

the ¢cDNA fragment was 783 bp in size,it encoded 261 amino acid residues.
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2 el PEARiF HSP70 3K cDNA F B S 19 HSP70
EHARER F I 5 MWE KK (Manduca sexta) I
ZEIK Wk (Sesamia nonagrioides ). /N3 Wk (Plutella
xylostella) . J ¥ T W (Dendrolimus tabulae for-
mis) S RBANTE B (Dendrolimus punctatus) 35 W
F B ( Dendrolimus superans ) Fl 5 2 & Wk
(Trichoplusia ni ) HSP70 & 1 K 6] IR 1E 4 96 % ;
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Fig.1 PCR amplification of ¢cDNA fragment of (Locusta migratoria) [ R YE Ry 9450, B3k 15
HSP70 gene in cotton aphid 1 783 bp B AZ T R Y 1) 4 65 i IF HSP70 285 11348

1. DNA Marker;?2.
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GTTCCTGCCTACTTCAATGATTCCCAACGTCAAGCTACCAAAGATTCTGGTACCATTGCT
u P A Y F N D S Q R Q A T K D S G T I A
GGTTTGAACGTAATGCGTATCATCAATGAACCTACAGCCGCTGCCATTGCATACGGTCTT
G L N U M R I I N E P T A A A I A Y G L
GACAAGAAGACATCTGGAGAACGCAACGTTCTGATCTTCGATTTGGGTGGTGGTACTTTT
b K K T S GG E R N U L I F D L G G G T F
GATGTTTCCATCTTGACCATCGAATATGGAATATTCGAAGTCAAGTCCACTGCTGGAGAC
p uvu s 1 L. T 1 E D G I F E U K S T A G D
ACTCACTTGGGAGGTGAAGATTTTGACAACAGAATGGTCAACCACTTTGTACAAGAGTTC
T H L G G E D F D N R M U N H F U Q E F
AAACGCAAGTACAAGAAGGACGTGACCACCAACAAAAGAGCCTTGAGACGTTTGAGGACT
K R K ¥ K K D U T T N K R A L R R L R T
GCCTGCGAACGTGCAAAGCGTACTCTTTCCTCTTCCACCCAAGGAAGGATTGAAATTGAT
A C E R A K R T L S S S T Q A S 1 E I D
TCGTTGTTTGAAGGTGTCGACTTCTACACATCCATCACTCGTGCTCGTTTTGAAGAATTG
s L F E G U D F Y T S I T R A R F E E L
AACGCCGATCTTTTCCGTAGTACCATGGAACCCGTAGAAAAATCTCTACGTGACGCTAAG
N A DL F R S T M E P U E K S L R D A K
ATGGACAAGTCTGCCATCAATGACATTGTATTGGTTGGAAGGTTCAACCCGTATCCCCAAA
M D K S A I N D I U L U G G S T R I P K
GTACAGAAATTGTTACAAGACTTCTTCAACGGCAAGGAATTGAACAAATCCATCAATCCC
u Q K L L Q D F F N G K E L N K S I N P
GATGAAGCTGTTGCCTATGGTGCCGCAGTACAAGCTGCCATCTTGCACGGAGACAAATCT
D E A U A Y G A A U Q A A 1 L H G D K S
GAAGAAGTCCAAGACTTGTTGTTGCTCGATGTCACTCCTCTGTCTCTGGGTATTGAAACT
E E U Q b L L L L D U T P L S L G I E T
GCT

A

Bl 2 HiF HSP70 JE cDNA Jr By 8% 4 TR T 51 B He 5 1 = SE /R )7 5
.2 Partial cDNA sequence and deduced amino acid sequence of HSP70 in cotton aphid

HSP70 4 4= ¥ b % S g, 48 & HSP70 1E I HL# 248
E T AR,

AT IR SERE AR AT 783 bp HIMREF HSP70 4 R BF PP A B il PR A R € e A O B A R A
cDNA F B, ik — 2R G H K WABE AR KA IR B A2
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