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Abstract: [Objective] The aim of this study is to evaluate the genetic stability of the recombinant fowl
poxvirus (rFPV) expressing EO and E2 gene of Shimen strain of classical swine fever virus (CSFV).
[Method] The recombinant fowl poxvirus rFPV-E0-E2 was serially passaged for 20 passages in specific-
pathogen-free chicken embryo fibroblast (CEF) culture. The passage 5,10,15 and 20 were chosen to identi-
fy by blue plaque assay, PCR amplification, gene sequence analysis and indirect immunofluoresence assay.
[Result] The blue plaque assay showed that these rFPVs were pure with plaque blue. From all of these rF-
PV-E0-E2,E0 and E2 gene can be amplified,and there were not any changes on the nucleotide and in passa-
ges 5,10 and 15,0nly one point mutation on EO gene(139A—>G)and another on E2 gene(413A—>G)in pas-

sages 20. Point mutations caused two amino acid changes, EO protein(47 Thr— Ala)and E2 protein (138
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Glu—Gly) , but no obvious changes on epitopes. Then expressions of EO and E2 genes in CEF infected with

the rFPV were identified by indirect immunofluoresence assay. [Conclusion) All the results showed that

the rFPV has good genetic stability within 20 passages.
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Fig. 1 Gel electrophoresis of E0O gene
M. DL2000 Marker;1—4. 5th,10th,15th,20th
generation rFPV-E0-E2
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Fig. 3 Results of indirect immunofluoresence assay of rFPV-E0-E2
A—D. 5th,10th,15th,20th generation rFPV-E0-E2;E. FPV282 control; F. CEF control
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