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Genetis analysis and SSR markers on fertility restorer gene of
male sterility of wheat with Aegilops kotschyi cytoplasm
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Abstract; [Objective) In order to probe into the fertility characteristics of male sterile lines of Nian

type,genetic index of fertility restorer gene for male sterile line of Nian type was analyzed. [Method] The

sterile line ms(Kots)-90-110 was used as female to cross with rk5451. SSR markers which were located on

the chromosome 1BS and 6B were employed to tag the major restorer gene in BC, F, of ms(Kots)-90-110/
rk5451//90-110. [Rusult] Two primer pairs (Wms273 and Wmc406) displayed polymorphism of the restorer

gene. By analyzing the polymorphic markers in these segregating populations, the microsatellite locus Wmc406 loca-

ted on chromosome 1BS was found to be linked to the restorer gene with the estimated genetic distance of 7. 6 cM.

[ Conclusion) Genetis analysis probe that fertility restorer gene of wheat male sterility of Nian type was influenced

by major fertility restorter gene and some minor enhance gene. Wmc406 can be used in MAS directly.
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Table 1 Distribution of fertility from hybrid combinations of ms(Kots)-90-110, rk5451 and 90-110
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Fig. 2 Amplification patterns of Wms273,Wmc406 on parents and bulks

1. Fertile parent BC,F ;2. Fertile pool; 3. Sterile pool;4. Sterile parent ms(Kots)-90-110; M. Marker
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Fig. 3 Amplification of Wimc406 in ms(Kots)-90-110/rk5451//90-110 BC, F, generation

S. Sterile individuals from BC; F; generation; F. Fertile individuals from BC; F; generation
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